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SWAN 2.5 TROG

Issued by TROG August 2012

New Features

1. Increased memory allocation — allows large plans to load.

2. Structure loading — option to select structures to be displayed.

3. Combined dose plan — option to summate dose files from all loaded phases.

4. Absolute dose display — option for entry of normalisation dose value.

5. Absolute dose display — allows isodose calculation for entered values in Gy.

6. Colourwash display of dose — allows easy location of maximum dose.

7. Beam table — lists beam parameters. [This will be refined in a later version.]

8. Slider bars for CT brightness and contrast display.

9. Adjust line thickness of any structure

10. HU number display — available at any point in any view.

11. 3D display with patient orientation [available for locally installed versions
only].

Limitations

1. SWAN 2.5TROG does not check that the CT dataset, structure set, plan and
dose all relate to the same instance. A primary integrity check of the data is
conducted at the TROG Central Operations Office (TCOO), however TROG
advises that the user must also ensure integrity of the plan data. [This will be
checked in a later version.]

2. SWAN 2.5TROG isodose calculation underestimates the volume covered,
typically by ~8 % for isodoses above 50%. [This will be addressed in a later
version including interpolation of isodoses.]

3. SWAN 2.5TROG cannot manage split structures and will give incorrect volume
and DVH results. [This is addressed in the next version.]

4. SWAN 2.5TROG offers the option of a Dose-Surface Histogram calculation.
TROG does not endorse this feature.

5. SWAN 2.5TROG database feature is not available for TROG users and is not
set up for the TROG database. [This will be addressed in a later version,
linking to the TROG database.]

6. SWAN 2.5TROG structure tools include the Boolean OR which gives incorrect
results and is not endorsed by TROG.

7. SWAN 2.5TROG offers some new features for structures using the right

mouse button. TROG does not endorse the tools for “Find volume”, "Remove
Kinks" and "Interpolate Missing Slices".

TROG welcomes feedback from users which will be included in discussions with the
SWAN programmers. Please contact TROG at ga@trog.com.au
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New features: further information
2. Selection of structures when loading plan data

This window appears towards the end of the plan loading process. All structures in
the plan are listed as “available”; if all structures are required, select Skip to load all.
Large structure sets cause SWAN to respond more slowly during the plan review
process.

Please choose the objects you whish to load

[ Structures

Available Choices Your Choices
1.PTVEG
1.PTVGE3
1.PTVTO
1.5HGTV
2imriPTVAG
2imriPTVGE3
2imritPTVT0
3.Brainstem -

[in] »

Add ==

<= Remove

11\\

Load Selection Skip

Structures may be selected from the Available choices using shift+click or ctrl+click,
then Add. When the selection is complete, select Load selection.

Note it is not possible to return to this selection window during the plan review
stage.

Please choose the objects you whish to load

Structures
Available Choices Your Choices
5.SHLPAROTID -~ 1.PTV5S6E
6.LIMBrain Add => 1.PTVE3
6.NTT(BODY-PTV) 1.PTVTO
9.Artefact-Body =] J.Brainstem
9 Artefact-Metal 3.Lt Parotid
9. Artefact-Teeth << Remove J.Rt Parotid
9.miniEXT10 3.5C PRV
BODY -
Load Selection Skip

The deliberate spelling mistake has been noted for the next version!
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3. Combining dose phases

All dose files are now stored in
temporary local files. Only the dose
file selected on the Dose Panel (on
right of SWAN main page) will be kept
in memory at any time.

The Combined Dose Phase is a newly
created dose file which combines all
the individual dose files. This is
created by selecting option 1: Create
the combined dose phase.

If one of the loaded phases was the
Combined Phase, please indicate this
by selecting the required phase from
the list shown at 2. [Note the
labelling of the dose phases is
arbitrary and not currently linked to
the plan or dose names; this is to be
addressed in later version.]

Combine Dose Phases

Create the Combined Dose Phase

£3

Create 1
OR
Select the Combined Dose Phase
Phase 1 ) =
Phase 2 =
Select
OR

Do not create 3 Combined Dose Phase

Skip 3

If there is no need to combine the dose files, option 3 Skip will move on.

4. Absolute dose display - option for entry of normalisation dose value

The dose panel display allows selection of Absolute or Relative dose. When the plan
is loaded, the dose values reported are the values found in each dose file for a point
in the dose grid, defaulting to the isocentre if covered by the dose grid.

l’Absolute Dose |/ Relative Dose |

Max Dose Selected
Phase 1 (Gy) 54.378 ()
Phase 2 (Gy) 10.718 ()
Phase 3 (Gy) 10.740 i
Phase 4 (Gy) 11.492 i
Phase 5 (Gy) 56.254 i
Combined (Gy) 76.893 ()

To normalise the dose for each phase, click on Relative dose. Each phase shows its

reported dose in a rectangular box.
reference doses.

This example has been planned with these
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Click on the rectangular dose box to set the reference dose.

[ Absolute Dose | Relative Dose —
Ref Dose  Selected
Phase 1 (Gy) 78 o
1
Phase 2 (Gy) |Setthe reference dose for phase 1
[ E—
Phase 3 (Gy) 0.007 i
Phase 4 (Gy) 11.492 {:}
Phase 5 (Gy) 56.254 ]
Combined (Gy) 76.803 1

There are four options available to set the reference dose: to a given point; to the
centre of a structure, by entering the value or by using the maximum dose. To enter

a prescription dose, type the value, select Enter, then OK. Repeat for all dose
phases.

Set the Reference Dose

Set the reference dose to a specific point

|EI |x
0 |y
0 |z

Or select a structure's centre of Volume
to set the coordinate of the reference dose

CTV-HG3L -

Or enter an arbitrary dose value

500 ) . Enter

Or use the maximum Dose ual?ﬁe on the grid

54 378 Enter

OK Cancel
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After setting each dose phase for its reference dose, the combined dose value
remains at its original value. This allows for different prescription points on the
same plan, as shown here for this head+neck plan. Following the plan doses shown
above, the combined reference dose would be set to 70 Gy.

[ Absolute Dose | RelatveDose |
Ref Dose  Selected
Phase 1 (Gy) 50.000 o
Phase 2 (Gy) 10.000 o
Phase 3 (Gy) 10.000 o
Phase 4 (Gy) 10.000 o
Phase 5 (Gy) 50.000 o
Combined (Gy) 70.000 .

5.Absolute dose display — isodose and DVH calculation
Notes:
a) The DVH and isodose calculation are available only after the relative dose tab
has been selected, even if no reference dose is entered.
b) The dose calculation will be performed on the selected dose phase. In the
above example, this is the combined dose phase.

Under the Tools menu, select Calculate Isodose.

Isodose calculation

(% Dose | Absolute Dose |

Available Choices Your Choices
80

:
60

50
40

:

20 emove

66.5 ‘
v

samfed phase

X

| OK ||CanceJ|
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The absolute dose option has some preset values; other values are entered in the

box; click Add to select values; click OK to start calculation

shown at the bottom of the structures list.

28. LT LENS EXP
29, 95.0% (55.5Gy) ph. 128 55 - 129 .

47 - 55 |_|¥]

6. Colourwash display of dose

. The isodose value will be

The colourwash may be selected from either Relative or Absolute dose display.

On the Absolute dose panel, the slider bars allow the user to control the upper and
lower dose values and are labelled with the actual dose values. The Transparency
slider controls the colourwash intensity.

[ Absolute Dose | Relative Dose |

Max Dose Selected

Phase 1 (Gy) 54.378 i

Fhase 2 (Gy) 10.718 )

Fhase 2 (Gy) 10.740 )

Phase 4 (Gy) 11.492 i

Phase 5 (Gy) 56.254 i
Combined (Gy) 76.893 i
Color Wash
Transparency: 50

[ ﬁ 1

0% 50% 100%
LB: 5.383 UB: 75.893

0% 50% 100%
Min: 0.000 Max: 76.893

0% 50% 100%
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In Relative mode, the colourwash slider bar labels refer to % of the selected
reference dose. Please note: When the Relative Dose tab is selected, the colourwash

display function may not display correctly until the correct reference dose has been
set for each phase.

-'-aa-"_—_"__

|CTVN B3 L pht_1 | ~| Dose D | volume o i | Absolute Dose | Relative Dose |
Dose Volume Histogram _RefDose  Selected
Dashed series independently calculated by SWAN Phase 1(GY) | sg.p00 o

Phase2 (@) [ 10000 |
Phase 3 (Gy) | 10.000 |

Phase 4 (Gy) | 10,000

® © O

- Phase 5(5v) | soo00
5 Combined (Gy) [ 70,000
2
= i .
s : lv] Color wash
00 E
4 \\\‘ Transparency: 50
300 b )
2 | 0% 50% 100%
100 - ‘( Lower Bound: 3.500
0 Ck
0% 50% 100% 150%

Upper Bound: 105.000

CTV-N 63 L ph1_1[F
GTV-N63 L phl_
MANDIBLE ph1_1 [
CTV-P 70 phi_1[v]
CTV-56 ph1_1 ]
CTV-N 70 ph1_
CTV-P 63 ph1_:
CTV-N-63 ph1_
GTV-N 70 phi_
GTV-N 63 phl_
GTV-P phi_1[]
RTEMP LOBE ph1 1[¥]

]
]
O
]
5]
]
]
]
]
]
]
[
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7.Beam table

On the Tools menu, select View Beam table.
Beams Summary Table

Beam attributes

3

Beam No: Beam Description: Beam Energy: Mo of Fractions: Dose / Fraction: Collimator Ang
1 180 5.000 35 0.132 0.000
2 210 ©.000 35 0.164 0.000
3 260 5.000 35 0.290 0.000
4 300 ©.000 35 0.2086 0.000
5 340 5.000 35 0.242 0.000
153 20 5.000 35 0.181 0.000
7 60 ©.000 35 0.298 0.000
8 100 5.000 35 0.309 0.000
9 150 5.000 35 0.167 0.000
1] Il | [»
| Export Data

Please be advised that the Beam Table tool does not function when the radiotherapy
plan export file contains setup beams or electron fields.

8.Slider bars for CT brightness and contrast display

Located at the bottom of the SWAN right hand panel, this allows easy control of the
brightness and contrast of the CT dataset, using slider bars and with a digital display.

(=

0
B

Brightness: 0

Brightness & Coniras

Contrast: 11

20

60

a0

100
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9. Adjust any structure’s line thickness
Right-click on the required structure to display the structure options menu.

Structures

# MName Slices Show
1. CTV-N63L 87 -97 ¥
2. GTV-N63 L 89 -95 [l
3. MANDIBLE 69 - 106 I:'
4 ~Tun I se-90 ¥
hange Colour 51-153 [l =
Rename 86 - 118 [V
Remove 51 -0 .
Save 132 - 149 =
Save As gs- 116 ¥
“REMOVE RIMKS go-147 i
Export Data 61-88 [
—Find-sotomme—— 52-61 ]
“rterpotate syt 52-60 []
Adjust Line Thickness 57-120 [}
Properties 49 -85 [}

Options NOT endorsed by TROG are
Remove kinks
Find volume
Interpolate missing slices.

Selection of Adjust Line Thickness displays a slider bar; when the required value is
selected, press Select Width. Note that when a view is zoomed in, the line width
display increases.

Adjust Line Width

0.2 0.4 0.6 0.8 1.0 2.0 3.0 4.0 5.0 6.0
Select Width Cancel
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10. HU number display
When the Dose-at-point tool is selected, the display includes HU number. This is
shown on all views.

SWAN

File Image Tools Structure

pQE @ = |
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11. 3D display

The 3D display feature allows the user to view structures in 3-dimensions in relation
to the beam collimators, MLC shielding and the isocentre. This feature is available on
locally installed versions. Orientation of the structure can be manipulated using your
mouse. To zoom: click+Alt. An orientation guide has been added to the bottom left
hand screen. Please note this feature does not function over citrix.

z i N
Eler ol e

Blue 'nose’- Anterior K‘
Green'head'- Superior
Brown 'body'- Inferior
‘hand- Left
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