iCollect 1.1.50

iCollect: User’s Guide
Copyright © 2011

5

\"'r'lfongla/th?? 1
(s;';iéi;s 1ab. © 2011 ISL/BIOTEC. Al Rights reserved.
Information Systems Laboratory (ISL),
National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand



iCollect 1.1.50

Table of Contents

1 Getting started with iCollect
2 iCollect Configuration Settings
2.1 Collection Settings
2.1.1 Collection Description
2.1.2 Collection Data Structure
2.1.2.1 Import from an MS-Excel file
2.1.2.2 Use Template
2.1.2.3 Specify column names and constraints
2.2 User Account Settings
2.2.1 New User Accounts
2.2.2 Edit and Drop User
2.2.3 Reset Password
2.2.4 Grant Privileges
2.3 Material Type Settings
2.4 Automatic Backup Setting
2.5 Storage /Container Setting
2.6 Quality Control Profiles Setting
2.7 Service Configuration Settings
3 Specimen
3.1 Management
3.1.1 Add New Record
3.1.2 Edit a Single Record
3.1.3 Edit/Delete Record
3.2 Geographic Coordinates
3.3 Molecular Sequences
3.4 References
3.4.1 Add/Import the references
3.4.2 Set/Remove references to a specimen/sample
4 Sample Management
4.1 Search Specimen/Samples
4.2 Create Samples
4.3 Remove Samples
5 Catalog
5.1 Catalog profiles
5.2 Catalog formats
6 Storage/Container Management
6.1 Container Settings
6.2 Storage Configuration
6.2.1 Create Storage Tab
6.2.2 Storage Organization Tab
6.2.3 Copy Storage Tab
6.2.4 Move Container Tab
6.3 Storage Operations
6.3.1 Moving samples into storage
6.3.2 Viewing samples or containers in storage
6.3.3 Searching samples in storage
6.4 Storage Monitoring
7 Barcode
7.1 Storage Map Using Barcode Scanner
7.2 Scan Barcode
7.3 Print Barcode
8 Quality Control
8.1 Quality Control Profiles
8.2 Quality Control Records

;lfarmation
(5,.;‘,;3,{,5 1a. ©2011 ISL/BIOTEC. Al Rights reserved.
Information Systems Laboratory (ISL),
National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand

WOWOWOWOWOWONNNNOUUUDADRADNMNAWWWWN=



iCollect 1.1.50

8.2.1 Search Sample/Specimen in Quality Control Records
8.2.2 Update the Quality Check Results
9 Services
9.1 Service Configuration
9.1.1 Service Types
9.1.2 Documents for services
9.1.3 Service Profiles
9.2 Customers & Accounts Registration
9.2.1 Customer Registration
9.2.2 Account Registration
9.2.3 Nationality
9.3 Service Operations
9.3.1 Deposit
9.3.2 Make a Service order
9.3.3 Renewal and Termination of Maintenance
10 Statistics & Log
10.1 Collection Summary
10.2 Storage Summary
10.3 User Summary
10.4 Data Log
11 Other
11.1 Import/Export
11.2 Data Exchange
11.2.1 Data Exchange using a Specific Schema
11.2.2 Data Exchange via Web Services

11.2.2.1 Data Preparation for DataSet and Array Type
11.2.2.2 Data Preparation for an Array of Web-Service

Defined Type
11.2.2.3 Data Preparation for a single record of
Web-Service Defined Type
11.2.2.4 Calling Web Service
11.3 Taxonomical Data Checking
11.4 Link to BIOTEC BRC
11.4.1 Submit Data
11.4.2 View submit log
11.4.3 New Order From BRC
11.4.4 New Deposit From BRC
11.4.5 Deposit to BRC
12 Backup and Restore
13. Help

;lfarmation
(5,.;‘,;3,{,5 1a. ©2011 ISL/BIOTEC. Al Rights reserved.
Information Systems Laboratory (ISL),
National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand

28
28
28
28
28
29
30
30
31
31
32
33
34
34
36
39
39
39
40
40
41
41
41
41
44
45
46

47

48
50
51
51
53
54
55
56
58
58



iCollect 1.1.50

n

;”ilforigatiqq §
"5“.,.,,, © 2011 ISL/BIOTEC. All Rights reserved.
Information Systems Laboratory (ISL),
National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand



iCollect 1.1.50

1.Getting started with iCollect

5

1.1.

1.2.

1.3.

1.4.

1.5.

After the installation of iCollect on your machine. The iCollect icon will be placed
on your desktop. Now you can start iCollect by Double-click on the icon to open
the Log In page (Figure 1.1) of the system

Select ‘DB Server’ you want to connect. The default DB Server is localhost. If you
want to connect to other iCollect’s DB server, type the IP address or server name
at the ‘DB Server’ box.

Type your username and password. Click ‘Login’ to connect to iCollect.
Note: A MySQL root account is required for initially setup the iCollect system.
The root user has all privileges within the iCollect system.

. 3
l C () l l e Ct(r_\ [ DB Server @ localhost -
Microbe Edition,
_\:7-_ =1 User Mame :  root
Aﬁ [ Password: e
. i i
| 3 Login | % quit ‘

Figure 1.1 Login Screen

Once you sign in, you can begin using iCollect. The menu panel appears at the left
of the screen as shown in Figure 1.2. It contains, from top to bottom, Specimen
Menu, Sample Menu, Storage/Container Menu, Barcode Menu, Quality Control
menu, Catalogue Menu, Services Menu, Other Menu, Statistics Menu,
Administration Menu, Current User Menu, Help Menu and Logout Menu. The
Administration menu will not appear for user without administrative rights. To
open or navigate menus, drag mouse over the menu bar/title, then left-click (or
just click with a single button mouse) on the item you want.

At the bottom-left corner of the menu panel, you can see current logon user name.
The current logon user can click on ‘Change password’ to edit the account profile
such as Password, Address and E-mail and click on the Logout when want to exit

from the system.
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MENU

/‘; Specimen \
(. i Sample

@ Administration

Current User :
o 0 (root)

@ Help
E:Ei Logourt
o /

Figure 1.2 Menu panel

2. iCollect Configuration Settings

Before you can start using iCollect, the necessary settings in several menus (described in
Section 2.1 to Section 2.8) need to be done by the root user or user with administrative

privilege.
$ Administration

F Current User :
i) (root)

o onon

Collection Setting

Material Type

User Management

59 Q & |

=)
‘= Data Log
T
J. . Backup/Restore
Y  Backup Configuration
T

Figure 2-1 Administration Menu
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2.1. Collection Settings
Under the Administration menu shown in Figure 2-1, you can click on ‘Collection
Settings’ to define and create the data structure of each collection. There are three
options in creating a new collection including import from CSV file, use templates, and
interactively specify field names and constraints. Figure 2.1.1 illustrates three tabs for
creating, editing and deleting the collection settings. In “Create Collection” tab, you can
configure a new collection in three steps described in Section 2.1.1 to Section 2.1.3.
2.1.1. Collection Description
This section contains three following items.
O Collection Name: Type collection name. For example, BIOTEC CULTURE
COLLECTION.
Collection Code: Type Collection Code. For example, BCC is the code of
BIOTEC Culture Collection.
Material Type: Select a type of biological materials from the list
Collection Description: Specify the description of collection.

o® ©o

Notice: An asterisk symbol (*) in Figure 2.1.1 specifies the field need to be

completed.
(] Collection Settings
Create Collection | Edit Collection " Delete Colleclion|
/Collection Description \
Collection Name: *
| | B 2.1.1
Callection Description:
/" Data Columns N\
Chooze Excel File: Erovise
| | [Bovee 31201
Choose YWork Sheet: ‘ v | I 212.2
iCollect Templete: £
\ | | J

T
f-Fietd
/ﬂ‘ Select Column Narme Description |z Cade \

klj Select All Calumng Delete Selected Column(z] ] [ Add Colurnr lj

Create Collection

Figure 2.1.1 Collection Settings

2.1.2. Collection Data Structure
This part involves how to define the data structure of a new collection. You can
perform one of the following options.

2.1.2.1. Import from an MS-Excel file

You can add a new collection by importing the collection data and structure

from an Excel file. Click to browse a file containing the collection data
and select which worksheet you want to import from the file. In the installed
folder, you can find for example files in subfolder ‘ExFile’. Go to step 2.1.3.
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2.1.2.2. Use Template

Several templates are included as examples of collection data structure. You
can choose which one, appears in iCollect Template, that would suit your needs
and go to step 2.1.3.

2.1.2.3. Specify column names and constraints

In this option, you can add a column to a collection data structure by clicking

on. After all required columns have been added, you need to
determine which column is a key of the collection. A key column is one that
uniquely identifies a particular record in the collection.
0 Click on the isCode checkbox at the row corresponding to the column
you want to select as a key column.
0 Click on the Select checkbox at the row corresponding to the column
you want to include in the collection or click Select All Columns
checkbox if you want to select all columns and go to step 2.1.3.

2.1.3. Click to create a new collection. The description and structure
of collections created from previous step can be modified in “Edit Collection” tab
and deleted in “Delete Collection” tab.

2.2. User Account Settings
Under the Administration menu, you can click on ‘User Management’ to add new user
accounts, edit/drop existing users and grant permission to access and use collection

data.

[ 2. 2.1 I 222 ] [ 224 ]

£B| User, Manageme nt @

Create User | Edit/Drop User || Collection Privieges

Huost Mame :
Lagin Infarmation

User Mame : [maximum characters : 15]
Pazzword : [maimum characters : 15]
[ Administrator  [[] &llow access todfrom other servers
Additional Infarmatiorn
Full Mame :
Email :

Contact Information :

Description :

Figure 2.2.1 Create a new user account

2.2.1. New User Accounts
Open the “Create User” tab as shown in Figure 2.2.1, to add a new user account,
and enter the following user information

o
e
(3]

4]
e
(6]

n
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User Name: Type user name.

Password: Type user’s password.

Administrator Checkbox: Specify user security level with administrative rights.
Allow access to/from other servers: Specify user permission to access the
database remotely.

Full Name: This part includes First name, Middle name and Last name.
E-mail: Fill out user’s email address

Contact Information: Fill out user’s contact information.
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® Create User Button: Click to add a new user in the database.

2.2.2. Edit and Drop User
To edit user information, select a user name from List of Users in “Edit/Drop User”
tab. The information of selected user name including Full Name, Email, and

Contact will appear. You can edit information and click to record your
modification. In case of dropping a user name, click on a user name from List of

Users and click on to remove user from the system.

User Management g|

Create User| Edt/Drop User | Collection Privileges

List of Users

userTest! Change Password

ineTesd
userTestd Change

uzerT esth [masimum characters : 15

User's Detailz
[ &dmiristrator
[ &llow access tdrom other servers
Full Mame :
Email :

Contact :

Drescription :

Drop User ] [ Save

Figure 2.2.2 Edit/Drop User

2.2.3. Reset Password

In general, user already knows the password, he or she can change the password by
going to “Change Password” menu as described above. In case you forget password,
you can ask any users with administrative security level to set your new password.
To reset a user’s password, select a user name from List of Users shown in Figure

2.2.2. Type new password and click.

2.2.4. Grant Privileges
iCollect provides privileges that apply in different contexts and different level of
operations.
= Administrative privilege enables users to manage and customize iCollect
configurations under the Administration menu.
= Privilege for collections within iCollect system can be granted to users
in “Collection Privilege” tab. This privilege provides user permission to
read and write access on a specific collection.

n
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User Management @

Create Lzer | Edit/Drop User | Collection Privileges

List of Users

ugerTest] Caollection
uzerTestd
userTestd

Permisgion
Read
Fead
wirite
ke

Test3
Testd
Testh
Tasth
BCC
lest]
Naal
Test?

Read

0000 R R R E

BT S S S

Save

Figure 2.2.3 Grant Privileges on Collections to User

In Figure 2-2.3, open “Collection Privilege” tab and select a user name you want to
grant or revoke collection privilege from List of Users. On the right-hand side, in
the table, at the row corresponding to the collection you want, check “Grant”
checkbox to grant read or write access permission on the collection to selected
user and uncheck the “Grant” checkbox to revoke the permission from the user.

When you finish, click to update user’s permissions.

2.3. Material Type Settings
Under the Administration menu, open the “Material type” window (Figure 2.3) to add,
edit and delete a type of biological materials. A list of default material types has also
been included in the iCollect system.

0 To add a new type of material, enter the material name and description, and

then click.

o To edit a material type, click on the row corresponding to the material you
want. Make your changes to the material name and description. Click
to record your changes.

o Click on the row corresponding to the material type you want, click to
delete the material type

éférmatiun 6
Systems 1ab. © 2011 ISL/BIOTEC. Al Rights reserved.
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Material Type

List of M aterials

MHame Drescription Save Delete

- |- |
Arirnal Cel o

Antibody

Bacteria

DA,

Fungal

Hurnat Cell

Microbial

Plant

Plant Cl
Plasmid
Wirug ]
‘east

Mame :

D escriptian :

Figure 2.3 Material Type Settings

2.4. Automatic Backup Setting
Under the Administration menu, select ‘Backup Configuration’ to do the following tasks.
= Schedule the backup to automatically run daily, weekly, monthly or at certain
times.
» Specify the location where the backup database will be saved.
= Change and turn off the backup schedule.
The scheduled backup files will be maintained in the user-defined folder. However, you can
manually copy the backup files to other folders to maintain several backups.

2.5. Storage /Container Setting
Under the menu “Storage/Container”, users can define container type and storage
structure. (See detail in Section 6)

2.6. Quality Control Profiles Setting
Under the menu “Quality Control”, you can click on ‘Profiles’ to add a new profile. (See
detail in Section 8)

2.7. Service Configuration Settings
Under the menu “Services”, you can define a new service type and its profile. (See detail
in Section 9)

$farmatmn 7
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3. Specimen

This part allows user to enter basic specimen information in a collection as defined in
collection settings, record-by-record through the menu “specimen management” or
“Import/Export Specimens”.

3.1 Management
When you open the “Specimen Management” window, you will find three tabs
including “Add New Record”,”Edit a Single Record” and “Edit /Delete Record
(Sheet view)”.
3.1.1 Add New Record: In this tab, you first choose a collection, the
collection data structure of a single record will appear. You can
then enter information on a specimen for the selected collection

and click .

3.1.2 Edit a Single Record: There are three steps in updating the
specimen information.

Step 1: Choose a collection you want, the list of specimens of that

collection will display.

Step 2: Locate a specimen from the list to edit the data presented in the

“Specimen’s Detail” frame.

Step 3: Other types of specimen information including images, references,

and applications can be added to each specimen as well.

e Click | Speciens Appication | 0 54 update information about
specimen’s utilizations.
Click [ Specimen's Reference

] to add/update a list of references to a
specimen record. (See detail in Section 3.4)

e Click [__8pecimers mages lto add/update images into specimen
records.
e Click [ add/update files into specimen records.

In addition, iCollect provides you to view the deposit and quality check
records for each specimen.

e Click L_BlteConollos |0 ey the quality checking records

e Click [ Deposiion Lo ]to view the deposit history for the
selected specimen.
3.1.3 Edit/Delete Record (Sheet View): This tab allows user to search,
view and update multiple specimen records.

3.2 Geographic Coordinates
If the specimen contains the information of location in latitude and longitude
format, user can view the location on map via this menu.
e To view map
Step 1: Select a collection from “select collection” combo box.
Step 2: Specify criteria and choose column to display data in filters box
(optional)

Step 3: Click
Step 4: Select sample to display on the map.

Step 5: Click View Map

Search

3.3 Molecular Sequences

Users can add, update, delete and search the molecular sequences. When you
click “Molecular Sequences” from the menu panel, the “Sequence” window will be
display. The “Sequence” window is vertically separated into two main parts. On
the left-hand side, you can search the molecular sequences of the
specimens/samples in a collection. On the right hand side, you can add a new

”~jilfarmatipq ‘ 8
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sequence (file), update and remove the existing sequence file to a
specimen/sample.
e To add a sequence,
Step 1: Select a collection from “Search collection” in “Search
Samples” frame”.
Step 2: Choose a specimen/sample from the list in “Code”.
Step 3: Browse for a sequence file or enter a sequence directly in
the “Sequence” tab.
Step 4: Type “Name” , select “ Gene Type” and “Sequence Type
Step 5: If the input sequence contain invalid character

Step 6: Click to add the sequence information into
database

”

Search Samples Detail

Select collection | > Code: | _,, [ Show on Catalogue Oniine

Show  Colurnn hame Critetia

Browse

Narme : ii
A

Gene Type | Sequence Type v|

Sequence: | Sequence | Walidated format |

Gene Type | v: “

Search Result

e | v|

Note :

Add New Dilete Save Blast

Figure 3.3-1 Molecular Sequence Interface

e To modify or delete a sequence

Step 1: Select a collection from “Search collection” in “Search
Samples” frame”.

Step 2: Specify the criteria to retrieve the record you want to
modify or delete. For example, specify the “strain code”
column as “AOMO0005” and click “Search”. The results will be
shown in the “Search Result” tree view.

Step 3: Select a sequence you want to update/delete. For example,
click on “test” in the tree, iCollect will display the sequence
information of “test” in the “Detail” frame.

a. If you want to update the data, modify any information

as you want and click to record your changes.
b. If you want to delete the data, click .

. ©2011 ISL/BIOTEC. All Rights reserved.
Information Systems Laboratory (ISL),
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-
55! Sequence

Search Samples

Select collection : | Biotec culture collection

Show | Calumn name Criteria
Stiain code A0MO0005

[ | Scientific name

[0 | Type strain

[] |Order

b

Gene Type

Sequence Type

Search Result
= ADMOO00S

test

w

w

Detail

Code

Nane:
Gene Type

Sequence

A0MO000S -

test

Beta tubulin w Sequence Type :

Sequence | Validated fomat

atttccecgggaggag

Figure 3.3-2 Search and Update Sequence Data

3.4 References

The “Reference” menu provides user to manage information on references of a
specimen/sample. The “References” information includes journal articles, books,

DHA,

book chapters, proceeding articles and reports. In this part, users can perform two

following tasks.

3.4.1 Add/Import the references
e Enter directly a single record of reference to the system

Enter a reference title into “Reference Title” and Click .

o iCollect will add and display a row containing the reference title from
previous step into the “Search Result(s)-List of Reference(s)” table.

o Update the data for each row of reference and set the reference code.

Click [32ve J.

o Click to delete the reference on that row

e Import the references from the BibTex file

Impaort [BibT ex Farmat

o Click on

references data in BibTex format.
o iCollect will upload the file into “Search Result(s)-List of Reference(s)”

table.

o Update the data for each row of reference and click

o Click to delete the reference on that row

3.4.2 Set/Remove references to a specimen/sample

5

Information Systems Laboratory (ISL),
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gl Reference(s}
Seaich Add Mew Reference
Title: Reference Tite
Year | el 1sBN: Code Gensrate [Ref + Auta Number]
Shaw &l Add Impart [BibT ex Format)
Search Result(s] - List of Refersncels]
Select Code Title Type Autharls] Month

cave | [ 000G Affective-CognitiveLsamingandDecisio. . | Inprocesdings | % || HyungishnandRosalindw... |-

@ ooy ResponsetoSloman'sHeviewoltaffectiv... | Article i Rosalindw’ Picard

(%[5 ] O |o010a FleviewofffectiveComputing Aticle [+ AaronSloman

| O |oonz TheYankeeYears Book » | JoeTarsandT omerducei

[E. O |om1z DesignofaCarbonFiberCompositeGridSt... | Book | || vonHicks. /L Michael

@. [ |oo114 e -

[EJ 0 |oo17 LearningProcessesinandsymmeticThr... | Inproceedings | | LeCun.y.

[ |oo1e AtheoreticalframewarkforB ack-Propag... | Inproceedings | » || LeCun, Y. - o
£ [
Set Specimen’s Reference(s]

Collection List of Specimens List of Specimen’s Reference [Code|

|Bintec: culture collection s | |1 || [ 00107 Set Reference
AOMO00M |
A0KMO000Z
AOMO0D02.03 I Femove Selected
AQMODD0Z04 | Reference
AOMO0N0Z
A0MO0004
A0MO0005 —
AOMO0DOF it

Figure 3.4.2 Set Specimen‘s references

Step 1: Select a collection and click a specimen in the “List of Specimens” from
Reference(s) window (Figure 3.4.2) to select a specimen you want to add
references

Step 2: In “Search Result(s)-List of Reference(s)” table, click “ Select “ checkbox
on the row corresponding to the reference you want

Step 3: Click to set the selected references to the specimen. The

list of selected references of the active specimen will then appear in the “List
of Specimen’s Reference”
Step 4: Click on the checkbox in front of the reference code appear in the “List of

. . Reference
Specimen’s Reference” and click to remove the checked

reference from the specimen

4, Sample Management

Ry

-y
Sample Management
":-i' [

I

Figure 4-1 “Sample” Menu

In Sample Management (Figure 4-1), this part allows users to search, create and
remove samples of biological materials.

4.1 Search Specimen/Samples

Users can search for specimens/samples in a particular collection and perform
actions on the selected specimen/samples in three steps as shown in Figure 4.2.1-1.
Step 1: Choose a collection from the list shown in “Select collection”. The columns
of selected collection will appear. Users can specify values of each column to
search the specimen/samples and Click “Search”.

5
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Step 2: Search result will display in “List of Samples” treeview, a visual
presentation of hierarchical node data. There are three types of icons displayed at
each branch of the tree. Within “List of Samples” treeview, users can use to do
following.

Click on the H checkbox to select the specimen/sample

[0}

o Click *® to expand the tree branch to view the list of samples

o Click = to collapse all levels within that branch

o Right click on the tree node to view the history log of the specimen/sample

within that branch or edit the reason in creating/removing the sample on
that node
/Sealch Samples List of Samples
Right olick to view log
Select collection : [] kOmoooo2 e

[ KOMO0002.03 0

Show  Column name Ciiteria [[] KOMOD002.04

h Name D KOMOO003

Le[Lot1-Sample 1> Service(530051]

[ |Species : O

] | Tupe of cel kOMO0004 =y

00 [Souce oicelline [] ¥OmM0000s Edit Reason -
[[] KOmoono7

[ | Characteristics \@ KOMOo00e

[ | Life expectancy =5 -

[ |Brief history since T

O | Cuture medium Specimen Lot | Sample | Create Remave | View Log

[ | Subcultivation pr ) i — p——

[] | Mame of originating w L]

O [code  ——F—-—Fr

&:‘Ehuw all l Step 1 J Search

Figure 4.2.1-1 Search and Select Specimens/Samples within three steps

Step 3: The selected specimens/samples will display in “Selected sample (s)”.
Users can click on

o Click to select and submit samples from the selected
specimens/samples to be appear in “Create samples”. See detail in
Section “Create samples”.

o Click || to submit samples to “Remove samples” datagrid as shown
in Figure 4.2.1-2 to be further removed, see detail in Section “Remove

samples”.
)
)

| Specimen Lot Sample | Pasition Cancel | Select reason Reason ‘

Cancel Select reasan

<l Im | >

Input by barcode scanner

‘ [ Add Mew Reason ] I Go ko Storage Map ]

Figure 4.2.1-2 A Selected sample appear in “Remove samples” datagrid

o Click in to view the history log of the selected

specimens/samples as illustrated in Figure 4.2.1-3.
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o= Sample Log g@
Search Log
Select callection - Code Sample | Action By Update date
Binter cultura colection M AOMO0O002.03 1 Create Sample root 271328631135,
AOMO0O002.03 1 Remave Sample root 271328631135,
Sepls it A0MODODZOZ |1 Qualty Checking | root 27/3/756311:35
A0MO0002.03
AORO00002.03 2 Create Sample ook 271328831135,
Sample No. AOMO0O00Z.03 2 Femove Sample oot 27/3/2553 1135
AOM0O000Z.03 2 Quality Checking | root 27/3/255311:35..
AOMO0O002.03 3 Create Sample root 271328631135,
A0RO0002.03 3 Remove 5ample ook 2F132RE311:35.
AOMOD00Z.03 3 Quality Checking | root 2743425531135,

4.

Figure 4.2.1-3 History of actions performed on the selected sample

2 Create Samples
From previous section, some specimens/samples has already been selected

and displayed in “Create samples” data-grid. Each row in “Create samples” can be
used to increase a number of samples/aliquots from the selected

specimens/samples within the following steps.
Create samples (%]
Specimen Lok | Sample Container Quantity Kﬁp\‘ Lot | Mo R:;E; o \ll}"“ e
~
AOMOOO0S | | ‘ M‘ lﬂ| a 11 Select | Quality Checking II el
aoMooooZ.Od4 |- |- Tube : CryoTube_tml |3 |v| [] ooz 1 12 P Il Quality Checkin
- O |used 3
Loekect ]
[ |Loss
Disciard !
-~

Select for all
samples

<] M

Input by barcode scanner Option /

%farmation

T PrintjFreview barcode G ko Storage Map Create Samples
Figure 4.2.2 Steps to increase the number of samples

0 At each row as shown in Figure 4.2.2, specify the specimen/sample
container and quantity of samples you want to create. Check [¥| “Keep” to
keep the source specimen/sample.

9 The quantity of samples specified will be generated into the data-grid on
K ’ Create Samples ] to

the right as shown in Figure 4.2.2. You can clic

create samples for preservation, otherwise click to open the
“Select reason” frame to choose reasons for each sample. After that, click

o ko Storage Ma .
’ 9= 7% | to store and preserve the created samples into storage.

9 In “Select Reason” frame, select a reason for creation of the samples

without storing into any storage facilities and click . Click [

13

N

ystems 1ab. © 2011 ISL/BIOTEC. All Rights reserved.
Information Systems Laboratory (ISL),
National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand



iCollect 1.1.50

to select the selected reason for all samples you want to create. Then,

click to create the samples.

4.3 Remove Samples

In “Remove samples” as shown in Figure 4.2.3, you can perform the following steps

to remove the samples.
O At the row corresponding to the specimen/sample you want to remove,
click to choose reason in removing the sample. The “Select reason”
frame will appear on the right.

® |n “ Select Reason” frame, select a reason in removing the sample and click

[oet ] Click [ Seettoralsampies | 1o select reason for all samples you want to
remove.

© Click to remove the samples. The samples removed with

quality checking reason will appear in the menu “Quality Control Records”.

Rz=move samples 6

Select reazon

Specimen Lat Sample | Position Cancel Select reason Reason

ACMO0D0Z,03 1 3 -i- Cancel Select reason

=

Select Reason

Quality Checking
Uszed

Dizappear

Loss

Discard

Cancel

Service

1o0ogooog

£ 1l 9 i L M
Input by barcod

ML By DArcode stanner \L Select for all samples ] [ Select J/
| | [ Add Mew Reason ] [ Go ko Storage Map J Remove Sample

Figure 4.2.3 Removing a sample

fir

5. Catalog
This part allows users to create custom catalog printing for distribution or report. Users
can determine criteria for data selection in creating their own personalized collection of

specimens/samples.
@ Catalogue

Figure 5 Catalogue Menu

5.1 Catalog profiles
Users are able to create the catalog profiles in order to select a set of
specimens/samples to be public available.

; farmation] N 14
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Catalog

Profile | Preview

Collection

Select Collection American Type Culure Collection

List of Profile

w

Profile Dretail

Name
Display name
Type

Create By
Create Date:
Update By
Last Update

In Use

EE&

test
test

Public -

[ Add Wew ] Cancel Save Profile

Figure 5.1-1 Profile Detail

In Profile Tab, a catalog profile can be created within five steps.
Step 1: Select a collection and enter the following items in the “Profile Detail”

(Figure 5.1-1)
o

Name: Type catalog profile name.
® Display Name: Type the catalog name used for display
® Type: Select a type of catalogs: Private and Public.

In Use: Specify the description of collection.

Step 2: Click to add the new profile

Step 3: Add/Set the criteria for selection of the specimen/sample the catalog
profile in the “Profile’s criteria “ as illustrated in Figure 5.1-2.

Step 4: Click to record the profile’s criteria and update the list of
specimens/strains that will be included in the catalog.

Step 5: Click to open the “preview” tab to view the data that will be

shown in the catalog.

Notice that specimens from safe and patent deposits will not included in the

catalog.
Profile's Criteria
Colurnn Show Operator | FilterfaMD] Operator | Filter(OR) Operator | Filter[OR) -~
Strain code v v v
Scientific name W R L b
Type shrain - - L -
lsolated by - - - -
Izolate from - - - -
lsolate date - - -
Lacation - - - -
Mediurm - - - w
Temperature L L -
Hazardous st.. A b b v
[ Save Catalog ] [ Preview Catalog

Figure 5.1-2 Profile‘s criteria settings

Step 6: In “Preview “tab, the data that matches the profile criteria will be shown
in a table. You can select specimens by clicking on the checkbox and click

to remove them from the catalog. Click to save the

catalog list.

After saving the catalog list, you can perform the following tasks.
e Click to open the “catalog format” window to view the

catalog

e Click to export the data into an XML file

\‘*nformatiun, §
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o Click to export the data into an Excel file

| Profils | Preview |

Preview 38 Sample(s]

| Select Strain code E;:Qtif\c Type strain |zolated by lzolate fram |solate date. Location &

| DiOr00002. 04 Melanommataceas | -

| COMO000Z.03 Sirindhor Resea.. | -

@ |COMO000204 | Sirindhom Resea. -

| COrO0004 Sirindhomn Resea... |-

| @ |comooas Siindhom Fiesea... -

| COMO0007 Sirindhorn Resea... | -

| @ |comooas Sirindhom Resea.. -

’ POMODDOT Hlaiales

| & |Pomooonz Pleosporales

| FPOMO00O02.03 Fleazporales

[ |POMOOOO204 | Pleosporales

| PORMO0O03 Incertae sedis

| @ |Pomooons Hypocreales

' POMODDOS Sylariales

| & | Pomoono7 Fletsporales

| POMOO00S Incertae sedis . e
&= I B

Check All
0OF the: Collection OF the Preview catalog | Terninated
[Specimen] [Specimen] [Specimen)]
Total Specimens : 52 ez} 10 |
Safe deposit and Patent ‘ 1 ] 2 | [ Save Catalog ] [ Remove ]
[ “iew Report ] [ E=port to kL ] [ E=port to Excel ]

Figure 5.1-3 Catalog Preview

5.2 Catalog formats
This part allows user to view the catalog report generated from the specified
catalog profile within the following steps.

0 Select a collection and its catalog profile

0 You can change the column title if you want

o Click to view the catalog report

[E] Catalog Format

Catalog Format

Search
Select Collection Biotec culture collection Catalog Profile
Fomnat

Calumn title Select Column

Shain code Strain code

|dentified by |dentified by

Mediurn Medium

Order Order

Substrate Substrate

Figure 5.2 Catalog Format

; formation
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6. Storage/Container Management
The Storage/Container management module allows user to configure and customize the
physical layout of the storage capacity at the laboratory.
Container and Storage are two generic terms used in this module:
« Container - There are two types of containers as below.

o Containers that are used to store aliquots or samples of biological materials.
Containers, for instance, boxes, tubes, plates, cane and bags can be with both
single-position and multiple positions.

o Containers that will be stored inside the storage for holding sub-containers.
Shelves, drawers and racks are considered this type.

o Storage -Storages include storage cabinets, compartments and rooms. Most often
this will be freezers and refrigerators which used to preserve the aliquots or samples
at a very low temperature.

|
(=
' Storage/Container \?‘ Container Type

) . . 6.1
L Container Configuration

! Storage Management

'E' Storage Map

15
w
-

.m Storage Monitoring

-
-

Figure 6 Storage/Container menu

6.1. Container Settings

The two main steps involved in the configuration process are:

Step 1: Open ‘Container Type’ from the menu ‘Storage/Container’ to create generic
container and storage types as shown in Figure 6.

O Toadd anew type of containers, enter the container name and set the

contamer properties as below and Clle-

If both “Is Freezer” and “Is Storage” are not checked, the container
will be used to store the samples of biological materials.

= If both “Is Freezer” and “Is Storage” are checked, the container is
considered Freezer. For example, the refrigerated cabinets where
biomaterials can be preserved at a very low temperature could be
specified as freezers.

= If “Is Storage” is checked, the container is considered Storage or what
containers can be stored inside.

@ To edit a container type, click on the row corresponding to the container you

want. Make your changes to the container name and properties. Click to
record your changes.

© To delete the container, click on the row corresponding to the container you

want, click .

%ﬂformatmn \ 17
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r“f Container Type “
/@ner Type
Mame |z Strorage | |z Freezer Save Delete
O | O
0o | o
Cabinet _
Cane ¥ L
Canister O O
CoolRoom
Plate O O 9 ) 9
Rack o O
Fioom O
Shelf O O
Tank
Tray il il
Tube O O
wel O O

Create Mew Container Type

o
[ 1sStorage [ Is Freezer

Figure 6.1.1 Container Type Settings

Step 2: Select ‘Container Configuration’ from the menu ‘Storage/Container’ to create
container configurations that represent actual containers used in the lab and where the
container configurations will be stored. In “Container Configuration” window as shown

- . New Contai . . . . -
in Figure 6.1.2, click to define a new container configuration within

three steps.
@ Choose a Container Type defined in Step 1 and enter the configuration name.

@ |f the selected container type is Freezer, the “Freezer Details” will be enabled
otherwise will be disabled.
e In “Freezer Detail”, users need to specify a type of coolant such as
liquid nitrogen, liquid carbondioxide, temperature, and volume

© Determine the sample capacity of container: single position and multiple
positions.

(a) For single position container, click “single position” and click .
(b) If multiple positions checked, there are two options as below
Option I: Specify “Maximum sub-containers” to limit the number of
samples stored in the container, but the storage-position
assignment is not required.
Option II: Select “Assign Position” if position assignment is required
for
(c) For both options, at the “Sub-Container Relation” section, you can
define what types of sub-contianers can store inside the container.
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o= Container/Level Configu ratin(

v

List of Containers

Container Details

—>

Room : Coolroom

Cabinet : Cabinet_Sanyo-80

Sub Caontainer Relation

Tube : CryoTube_Tml

Coalant: | Liquid Mitrogen

Plate : AgarPlah . -
B;x? Bogﬁ[gga ° Container Type: _ Iz Storage Type Delete
Bow : Box-81

Bg: : b§:334 _ Mame: |Cabinet_LG150 Y,

Cabinet : Cabinet LG150 e Fronzer Detal N

|

mperature: | -150 | C

Tank : LMT ank

Fack : Rack_10Box [ 9
Fack : Rack_10wP
Fack : Rack_BBox
Fack : Rack_8Box
Tray: Trap22=26
el wel

Plate : WelPlate

Yolume: 100 Unit; | Liter

A

f Single Pozition Multiple Positions

Sub-Container Details

Marimum Sub-Container: '

[ Assign Position

@ Puosition Details
»

Murnber of Colurnrs:

—_

Q
~

T

—_
=3
—
N

Murnber of Rowes:

k Label Type: /

’ Delete Container ][ Mew Container Save

wewSubEDtainer | | Save y

Figure 6.1.2 Container Configuration Settings

Edit Container ‘Cabinet_LG150"

6.2. Storage Configuration

Select ‘Storage Management’ from the menu ‘Storage/Container’ to create storage
configurations that use the predefined container configurations into storage structure
hierarchy. There are four main tabs to support the storage management.

O Create Storage Tab: This tab allows user to create a new storage facility into the
database.

(2] Storage Organization Tab: Storages created in O will be defined their storage
structure hierarchy in this tab.

(3] Copy Storage Tab: The structure of existing storages can be copied to a new
storage that has the same model.

O Move Container Tab: Sometime, the existing storage facility might be failed, it is
necessary to transfer specimens/samples and their data to another storage. This part
allows user to move the container between storages.

6.2.1 Create Storage Tab

. New St . .
To create a new storage, click and enter the storage information as

below.
0 Select a type of storage from the list of “Storage Configuration”
previously defined in the “Container Type” setting.
o Enter the storage facility name in Storage Label
0 Specify the warning condition for storage monitoring : the minimum
liquid volume and maximum temperatures

o Click

JXuitfarma@%ig%ﬂ 19
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o2 Storage Management

Create Storage | Storage Organization | Copy Storage | Move Container

List af Starages Storage Detail
testl [Cabinet_LG150]

test1-A [Cabinet_|G150] Storage Configuration | Sabinet_LG150

Storage Label |test]

Set Warning Conditions
Minimurm Yolume |19 < 100 Liter

M awimum Temperature |1 »-180C

more than one storage
Label [Running]
Label Tope

Label Start at Cuantity

Fiemove Storage Mew Storage ] ’ Save

Figure 6.2.1 Create Storage Tab

6.2.2 Storage Organization Tab

= ~

o Storage Management

Create Storage | Storage Organization | Copy Storage | Move Container

Storage Driganization
=[]  testl [Cabinet_LG150] Add Container to Storage

rackl-E [Rack_10Box]

O & [Rack_10Box] )
B [Rack_10Box Container Configuration w
| [Rack_10Bax]
O ¢ [Rack_10Box] »
O D [Rack_1080x] Label [Specified)
S E %Eac::_ig:ox% [ mare than one container.
ack_10B0x
[0 racki-a [Rack_10Box] Label [Runring)
[0  rackl-E [Rack_10Box] Label Type
[0  rackl-C [Rack_10Box]
[0  racki-D [Rack_1060x] Label Start at Quariity
|
O

rackl-F [Rack_10Box]

[0 testi-a [Cabinet_LG150] Add to Selected Storage

Remaove Selected Container ” Clear Selection l

Figure 6.2.2 Storage Organization Tab

As illustrated in Figure 6.2.2, to define the storage structure,
o click on the node containing storage name you want from the “Storage
organization” treeview
0 Select a container type to be stored inside the storage from the list of
“Container Configuration”

%farmation
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o If you want to store only one container inside the storage, just enter the
’ Add to Selected Storage

name at “Label (Specified)” and click ] to finish the
process.
o If you want to store more than one container, click “more than one
containers” checkbox to enable the “Label (Running)” part.
0 Choose the label type to be alphabetic or numeric
0 Specify the letter or number used in running the container label
name
o Specify the quantity of containers you want to store inside the

selected storage
Add to Selected Storage

o Click to finish the process.
6.2.3 Copy Storage Tab

o< Storage Management

Create Storage | Storage Crganization | Caopy Storage |M0ve Container

Starage Configuration
testl [v]

Dimensions
= Cuantity | [v]
racki-A [Rack_1080x]
rackl-B [Rack_10Box]
racki-C [Rack_10Box] Mame (3pecified)
rackl-D [Rack_10B0x]
rackl-E [Rack_10Bo0x]
rackl-F [Rack_10Box]
A [Rack_10Box]
E [Rack_10Box]
 [Rack_1080:x]
O [Rack_10Bo0:x]
E [Rack_10Box]
F [Rack_10Box]

Storage Marne

MName{Funning)

Copy Storages

Figure 6.2.3 Copy Storage Tab

To copy a storage structure,
o0 Click to open “Copy Storage “ tab as illustrated in Figure 6.2.3
0 Select a storage configuration shown in the list of “Storage Configuration”
o0 Enter the quantity of storages to be copied
o Specify the name for new storages copied from the selected configuration
in the following two alternatives.
o Name (Specified): you can manually specify the individual storage
name
o0 Name (Running): The storage name will be automatically running
by user-defined label type and start of the label.

. Copy Skarages . o
o Click to generate copies of storage facilities

6.2.4 Move Container Tab
To move container between storage facilities,
0 Click to open “Move Container “ tab as shown in Figure 6.2.4
0 Select a container you want to move out from the left source-container
treeview
0 Locate and select a target container that you want to move the source-
container in

éfarmation 21
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Maorve
o Click to move the source-container into the target/destination

container

o Storage Management

X]

Create Storage " Skorage Organization " Copy Storage | Move Container

Select a source container

Select a destinat

ion container

0]
-=nr=v1'.=jr='1c=ul=:ul

- rackl-A
- rackl-f
rackl-C
- rackl-D
- rackl-E
rackl-F
[+ testl-A

Mowe

W
W

- testl
- et

TmonmE

- rackl-A
rackl-B
- rackl-C
- rackl-0
rackl-E
- rackl-F

6.3. Storage Operations

In the “Storage Map” menu, the in and out movement of samples in the storage are

Figure 6.2.4 Move Storage Tab

recorded and tracked for audit trail. Moreover, the graphical tree view of the samples
can be used to trace the aliquot/sample back to its original parent.

5. Storage Map

Collection | Bictec culture callection v| Storage Map

Selected Container © test]

Select Mode

O Mew Container (%) Fredefined

Create New Conlaine|

Name Cortainer Config | Del

2 test] [Cabinet LG150]

- rackl [Fack_10Bax]

rackl B [Rack_10Box]

~rackl T [Rack_10Bax]

rack D [Rack_1080x]

- rackl € [Rack_10Box]

rackl-F [Rack_10Box]

i testl [Cabinet_LG150]
i testl B [Cabinet LG150]

Remove Selected Container

Specimen Sample Lota.  Collection
ADMO0001 2 1 Biotec culture collection
ADMO0004 2 1 Biotes culture collection
ADMO0004 1 1 Biotec culture collection

[ Femove Selected Samples | [ Remave AllSamples |

Gearchbp iR B 8
List of unallocated samples a8
&

Specimen Preserve Date Container
ACHIDO01 1 7 e

[]  aoMoooot 2 8 box3xd B

[J | aomMoooot 2 9 box3x4 I

[  aomoooot 2 1o box3x4 |

[0 | aomoooot 2 1 box3xd

[ acmoooor 2 12 AgarPlate

[0 | aomoooot 2 13 AgarPlate

[  aomoooot 2 14 AgarPlate

[0 | aomoooot 2 15 AgarPlate

1 aoMoooot = 16 AgarPlate -
S [ select 4l [ AddtoContainer | [ AddtoContaner lauts) | [ setPreservebate |

Figure 6.3.1 Add Samples to Storage
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6.3.1. Moving samples into storage
In “Storage Map” menu as shown in Figure 6.3.1, you can move sample to and
from storage within the following steps
0 Select a container containing the sample you want or you can search for
location of the samples
0 When the container is selected, the samples stored inside will appear.
Kk [ Remove Selected Samples l If

Click on the sample you want to move and clic
you want to move all samples in the containers, click
[ Remove Al Samples ]

0 Al removed samples from previous steps will display in the “List of
unallocated samples”. Select the samples you want to move and locate
the target container in the tree

Add to Caontainer ]

0 Select the target container, click[
6.3.2. Viewing samples or containers in storage

Storage Map
Selected Container : cabinet] 4

#- testl [Cabinet_LG150] 12 3 4 5 & 7T 8 |9 10 1|1z 13 14 15 ™
4 testl-A [Cabinet_LG150]

! A Al A2 | A3 | Ad | A5 a8 | AT AR | A3 A0 [Aa1 a1z | A13 ald A5,

+ testl B [Cablnet_LG15D] B B1 | B2 | BX | B4 B3  BE | BY | BEZ | B9 | BIO BT |B12 BIZ | B4 | BIS
= cabiretl [Cabinet_Sanyo-80]

& [Tray22426] Co|o o2 |ox o4 |05 |06 o7 |ce |oa |oio|oir|oiz oz e | oS

| D2 | D3 D4 DY | DE DT | D8 DI D0 DT D12 013 D14 DD

E E1 | E2 | EX | E4 | ES E& | ET | E& | ES |E10 | E11 |E12 EI3 |E14 E1S

F | Ft |F2 |F3 |F4 | F35 | F& | F7 | F& | F3 |F10 |F11 [F12 |F13 |F14 |F15

G | G1 |Gz |G G4 G5 | GE | GT | G | G3 | GI0 | G11 | G12|G13 Gi14 | GIS

H H1 |HZ |H3 |H4 | HS | HE | H7 | H& | H3 |H10 [ H11 | H1Z [H13 | H14 |HIS

P I = Y Y T I R L) B R ) P B ) )
KoK k2 | KR K4 | KD KE KT | KRR KR K10 [ KITKIZ K12 | K14 KIS
L (L1 |2 | L3 |4 L5 |6 L7 | L8 |03 L1001 |12 L3 | L | LS
bd | hAT | b2 | BAZ ) Rdd | BAS | BAE | BT | R4S | R4S RAIO  RATT BT B2 |14 RA1T ]

1 L LA s L we e L em Lo L wa leaa L Leaa Leaa loaa Leoae

< *

Remove Selected Container l [ Remove Selected Samples l [ Remove All Samplesz

Figure 6.3.2 Storage Tree and Map

There are two main parts in viewing samples and containers in storage facilities
as shown in Figure 6.3.2.
0 Storage Tree: On the left, a list of defined storages is display in a
visual presentation of hierarchical storage structure.

o The # ijcon indicates the container can be expanded to view
the next level or the list of samples. You can click # to expand
the branches of the tree.

o Click = to collapse all levels within that branch

0 Storage Map and Table : On the right, a list of samples in the
containers will display in the map or table.

o If the container is assigned the exact position dimension, the
samples will be presented in a map.

o If the container is not assigned the exact positions, the samples
in the container will be presented in a table.

5
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6.3.3. Searching samples in storage
Filters Search Result
Colurnn Criteria - Spedimen Sample | Lat Paos S
Shrain code AomMonooL 1 1 -
Scientific name ACMOO00L z 1 testl/-
Type strain ACMOO001 3 1 testl)-
Order _ testl/rackl-Af-
Farnily A0MOo0001 5 1 testlfrackl-Af-
Identified by ACMOO00L ] 1 testl/rackl-Af-
Isolated by ACro0001 7 1 -
Isolabe date ACMI0a01 g z -
Substrate ACMOO001 9 2 -
“ -
Clear Filker ] [ Search ] Select FileExport : b

Figure 6.3.3 Search Samples in Storage

To search samples in storage,

(0]

Open “Search Specimen’s samples” part (Figure 6.3.3) in “Storage Map”

window, specify the search criteria for each column and click Search

You can leave all criteria blank and click —==<"

the selected collection

Search results will appear on the right. Samples stored in storage facilities
will display with its location in the “Pos” column.

You can also export the search result to a file in a particular format such as

CSV, EXCEL. Select a file format, enter the filename and click L_E*

to get all the samples in

6.4. Storage Monitoring

This part provides users to manually keep history of storage status for monitoring and
alarm needs. Users can regularly record liquid nitrogen level and temperature of
freezers. If the recording liquid level and temperature are under/over the specified
threshold values, the storage name with warning message will display in red.

In Figure 6.

4, open “Liquid level” tab to make a record of liquid level for a specific

storage and switch to “Temperature” tab to update the temperature of storage.

~

.
- Storage Monitor

Liquid level | Temperature

Storage is freezer list

[[] AddCabinet100L
[[] AddCooloom200L
[ AddTank100L

[[] AddCabinet250L
12001

D 12002

] 72003

T200-2:4

Update

Temperature :

:

History
Temperature Drate User Delete
3 18/3/2663 225759 root
233 16/3/2663 231416 | root
235 16/2/2553 231402 | root

%formatiun .
% D
yste .

Figure 6.4 Storage Monitoring Records
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7. Barcode

This part allows user to easily find a sample’s position in the storage, and add a sample to a
selected storage position using the barcode assigned by iCollect. Users can also print
barcode labels in any compatible printers and paste label on each sample container. The
barcode number found on the sample container can be read from the barcode scanner or
entered directly into iCollect system to search for sample information. In the “Barcode”
module, there are three following menus.

Print Barcode

Figure 7-1 Barcode Menu

7.1. Storage Map Using Barcode Scanner
You can use the barcode scanner to read the barcode number from the sample
container in order to move sample to and from the storage.

Collection - +  Storage Map.
ere Selected Cortainer | c1-B
E-gl-A
/2 New Container @) Fredefined =S
@clC 1

Creete New Cortainer

Container Config -
Lsbe!
| Create Cortamar

List of New Costainers)

[ Remove Selected Samples | [ Remove Al Samples |

Send to Storage

or enter barcode number

Example: D062.00001.0004

(LI

[T select al

Figure 7.1.1 Storage Map using Barcode Number

e Add sample to storage
After reading the barcode, iCollect will retrieve and display a row of sample
information in the table in “List of unallocated samples”. You can click on a row
corresponding to the sample/specimen you want to store into storage. At the ‘Storage
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Map’ treeview, click on the storage you want to keep the specimen/sample and
CliCk[ Add to Container ]

e Remove sample from storage
The sample stored in the storage facilities can be searched using barcode number. Search
result will appear in “Search Specimen’s Sample”. The container position, where sample is
stored, will display in “Storage Map” or “Storage Table” so that you can remove the sample

Remove Selected Samples ]

from the storage by clicking

7.2. Scan Barcode

To retrieve basic information of a sample, you can use barcode scanner to read the
barcode number labeled on the container. If no barcode scanners are available, you
can type the barcode number found on the label to search for sample information. In

Figure 7.2.1 enter the barcode number and click —=2¥<"

Scan Barcode

Input by barcode scanner or enter barcode number

Search
FAE8 [ar lovaria

Here iz an example of a barcode.

Search Result

Collection

| Specimen Code
| Lot Mo,

. Sample Mo.

l Freserve Date

: Location

Reasan

Figure 7.2.1 Scan Barcode/ Enter Barcode Number

7.3. Print Barcode
Under the menu “Print barcode”, three main steps are involved in printing the barcode
labels.

e Step 1: Sample Selection:

Select a collection you want to print the barcode label, specify the search

condition and click  “*™™" . Search results will appear as a list of

samples/specimens presented in the “Tree view” tab.

e Step 2: Label and Printer setting:

In this step, you can create the customized barcode label with including sample

information with the barcode image. At the top-right frame of “Print Barcode”

window, you can also setup a custom printing layout according to number of

barcode labels within a single page, page margins, label width & height,

barcode image size, font size and horizontal & vertical pitch, so the labels can
Preview

be printed in compatible printer. Click to open “Show Barcode”

tab, and you can preview a page of barcode labels before printing.

e Step 3: Barcode Labels Printing:

Print
To print all the labels, you can click - or click on the toolbar in
“Show Barcode” tab.

- 26
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8. Quality Control

This part allows user to create definable quality control profiles. Each profile allows test
methods to be defined and data to be recorded for each sample. Under the menu “Quality
Control” which illustrated by figure 8-1, you can perform the following tasks.

1
‘@ Quality Control Profiles
-

Records

I
Figure 8-1 Quality Control Menu

8.1. Quality Control Profiles
This part allows users to create and edit the quality control profiles.

n

;”ilforiga/tiqq N
‘S;Z;a;;;g 1a. ©2011 ISL/BIOTEC. All Rights reserved.

¢ Add a new profile
Step 1: Click , a dialog box as shown in Figure 8.1.1 will appear.

Type the profile name and Click . The new profile will be found in the
table ‘List of Quality Control Profiles’.

iCollect
Please specify a nevs profile name

Figure 8.1.1 Add a New Profile Name

Step 2: Click at the row containing the new profile name, and click
to add a type of quality control result. A dialog box in Figure 8.1.2 will appear

so you can enter the result type and click . The added result type will
be displayed in the table “Result Set”. You can add more than one result type
for each profile.

iCollect
Pleaze specity a result type.

Figure 8.1.2 Add a Result Type

e Edit a profile

You can click to retrieve all quality control profiles from the
database. Search results will display in the table ‘List of Quality Control
Profiles’.

Step 1: In the ‘List of Quality Control Profiles’, click at the row containing the
profile name you want to edit. The result types of that profile will appear in
the table “Result Set”.

27
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Step 2: Click if you want to add a new type of quality control result.
Step 3: In the table “Result Set”, click the row you want to modify, make

change on the result type and click . Click | to remove the result
type.

8.2. Quality Control Records
Two main functions are allowed in the menu “Quality Control Records” as below.
8.2.1. Search Sample/Specimen in Quality Control Records
You can specify search criteria and click Search. Search results will display in the
List of Quality Checking Samples.
8.2.2. Update the Quality Check Results
In the List of Quality Checking Samples, you can
o update the result for each row by specifying the result values for “Result

type” and “Check Date” and click , and
o Click ‘ to remove the quality check record.

9. Services

‘@ Service

Hew Deposit \

Service Data
Remove Samples for Services

RenewalTermination

Customers & Accounts

Service Configuration

Figure 9-1 Services Menu

9.1. Service Configuration

Under the Service Configuration menu, iCollect allows user to create custom types of
services.

9.1.1. Service Types
In “Service types” menu, you can add, edit and delete a type of services. A list of
default service types has been included in the iCollect system as shown in Figure 9.1.1.
o0 To add a new type of services, enter the service type and description, and then

click 22,
o To edit a type of services, click on the row corresponding to the service type

you want. Make your changes to the service type and description. Click
to record your changes.

o Click on the row corresponding to the service type you want, click to
delete that type.

n
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Service Types

Save Delete Service Type Description

Save Delete | Exchange Samples

Save Delete | Identification |dentification of different organisma and cultures

Save Delete | Loan Samples

Save Delete | Patent Depasit Provides storage and quality cantrol of materials for patent puiposes

Save Delete | Public Deposit Provides starage and quality cantrol of material for public access

Save Delete | Safe Depasit Offers secure, confidential storage and quality control of proprietary material...
Save Delete | Supply of Materials Distribute the materials deposited in the public collection ta the third parties ...

Save || Delete | Teminstion of Maintenance | Termination of Maintenance

Add Mew Service Type

Type Mame:

Drezcription :

Figure 9.1.1 Service Type Definitions

9.1.2. Documents for services

This part allows user to register the generic types of required documents that must
be submitted by the customers in the service process. In “Documents for services”
menu, you can add, edit and delete a document type. A list of default document
types has been included in the iCollect system as shown in Figure 9.1.2.

(0]

o

‘ formation

'ﬂyst@m@s laﬂb. ' ©2011 ISL/BIOTEC. Al Rights reserved.

To add a new type of documents, enter the Document Name and Description,

and then click.

To edit a type of documents, click on the row corresponding to the document
type you want. Make your changes to the Document Name and Description.

Click to record your changes.

Click on the row corresponding to the document type you want, click to
delete the document type.

i Document for, Service |X|

List of Document(z]

Document Mame Description Save Delete
Dreposit Foim - Save Dielete ]
MTA Material Transter Agreement Save Delete ]
COrder Form - Save Delete ]
Delete

Add New Document

Document Name:

Description:

Figure 9.1.2 Documents used in service process
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9.1.3. Service Profiles

This part gives user to define each profile for services. After specifying the service
and document types, open the “Service Profiles” window (as shown in Figure 9.1.3)
to define the service profile in following steps.

Step 1: Enter the profile name of service and determine the service type. For
example, the profile name “supply-bacteria” is in “supply of materials” service
type. In “Details” textbox, users can optionally add the more detailed description
of service profile

Step 2: Specify the conditions of service and the required documents for service
requests.

Step 3: Define pricing options for each service profile. For example, pricing
depends on the costs of different sample preparations.

Step 4: Click to record the profile

Service Profiles

List af Service Profile(s) Service Profie Data

Type: | SaleDeposit  a) Meme: [SupplyMicroarganism s

Filter by Type Type: |Supp|y of Materials Vl =

Derosit-Microorganisms Dietails:

Service's Condtion: Request Docurment:

| Criteria
| Llsted.pnces are far s\ng\e 3 !
| Exclude packaging and shi. i
A et

| D ocument
 WTA

Qrder Form

Optiohs:

} Option Mame: PP NPF POR e

| Freeze died culture I 200 100 B ¥ 5 7|:|

| Active culure on agar lmw = [ O[O
» | Cutuceact 0 Ell o | o]
* O O

Figure 9.1.3 Service Profile Settings

9.2. Customers & Accounts Registration
To request the services, customers need to register an account within the following
steps.

@M Vi
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52 Customer Data

Search Customer

Column name Criteria

Customer Name

Office Name

Customner Address

Office Address

Telephone Fax

New

Customer's Details

Name | aas ¥ Password |

[ Profit  Gender |Male || ¥

Home Address | 123 asa

Home Tel. | Home Fax
Emal | asa@mail com
Wationality  (5) Thai () Fareign
Select Mationality

Oifice Name | a3a

Dffice Addiess |399 ky

Office Tel. | Office Fax |

Office Emal |
Billng Address

) Home Address | 123238

() Office Address

Shipping Address

) Home Address Bt

) Difice Address

Description

Save

Figure 9.2.1 Customer Registration

9.2.1.

Customer Registration

To register a new customer, open the “Customer Data” window as shown in Figure

9.2.1

0 Click “New” to start the registration for a new customer
o Enter the following information of the customer

© Name: Type the customer name

® Profit: Checked if is affiliated with a profit organization
© Home Address: Specify the customer‘s home address

O Email: Type an email address

© Office Address: Specify the customer‘s office address
O Billing Address and/or Shipping Address: Specify if it is the same as
customers’ Home Address or Office Address

o Click

The registered customer will appear in the bottom-left table, you can click on the
row containing the customer name you want to edit or delete.

o If you want to delete the customer, click
o If you make changes on the customer, click to record your changes.

9.2.2. Account Registration
To open an account for a registered customer, open “Account” window as shown in

Figure 9.2.2

0 Click “New Account” to open a new account for a customer

o Enter the following information of the account

@ Customer Name: Select the registered customer name

® Account Name: Specify the account name
©® Billing Address and/or Shipping Address: Specify if it is the same as
customers’ Home, Office, Billing or Shipping Address. You can enter other
address by clicking “Other” checkbox to enable typing other address.

O Active Account: Click if the account is active

%farmation )
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© Discount: Enter the discount rate for this account

o Click

The opened account will appear in the bottom-left table, you can click on the row
containing the account name you want to edit or delete.

o If you want to delete the account, click
o If you make changes on the account, Click to record your changes.

a5 Account

B[=1[%

Search

Customer name
Code

Account name

LIst of Azeount(s)

[v

Custamer

Account
aaal
aaa2
aaad
aaad

t

Fal

Code
52020
53022
53023
53026
53104
53105

| [

[ Delete Accourt ” Mew Account l

Account Details

Customer Name | aaa

[

Account Code
Account Name | aaad
Billing Address
) Customer Office ) Customer Home (O Customer Billing Address
() Customer Shipping Address (%) Other
998 syt

Shipping Address

() Customer Office ) Customer Home () Customer Biling Address
() Customer Shipping Address (21 Other

939 w2

Active Account Discount | 100 % Total Order

Save

9

.2.3.

Figure 9.2.2 Account Registration

Nationality

Under the Nationality menu, you can add, edit and delete a nationality. A list of
default nationality has been included in the iCollect system as shown in Figure 9.2.3.
To add a new type of material, enter the nationality name and description,

(0]

“% formation
ye lé

Information

and then click.

To edit a nationality, click on the row corresponding to the nationality you
want. Make your changes to the nationality name and description. Click

to record your changes.

Click on the row corresponding to the nationality you want, click to

delete the nationality

Systems Laboratory (ISL),

. ©2011 ISL/BIOTEC. All Rights reserved.
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a5 Nationality m
List of M ations
Mame Description Save
Afghanistan - Save
Albania - Save
Algeria - Save
Andara ° Save
Angola - Save
Argentina - Save
Armenia - Save
Australia ° Save
Austria - Save
Azerbaijan - Save
Bahamaz - Save
B ahrain ° Save
B angladezh - Save
Belaruz ° Save
B elgium - Save || Delete ] P
Mame : |
Drescription :

Figure 9.2.3 Nationality Data Settings

9.3. Service Operations
This part allows users to manage the service process using the predefined service
profiles.

£ Service: New Deposit

Service Data List of speciment [s]
[Detais | Optiors | Reasons | Exchange Select cantainer for all . | AgaiPlate _vj Reject reasons fos al -
Select Collction: | Biotec culure collecion |- Selsct quantiy for all: |2 ~
Senviee Prctile: | DepositMicroorganisrns =B Accept/Reject for all: | Acoep! v |
Account: i_éih_ffﬁm | - | Accept/Reject  Strain code Scientificname  Conlaines Type  Quantily Delete: Reig
Order Date: !21 v, 2553 ~ ' Accept ~ ;TDMUDDDW %Awowﬁlr AgarPlate ~i2 ~ Delete
|21 =3 | Aocept B TOMIX O
SeviceDate [21 e, 2553 v Acoept N G| T0I002 ipaiioseniscela e N U 2 ) Dekte N
[ |
Sarvica Laght I'—|! | vaals) Accept __V_ITUMUUEIUZ.U'J ‘ﬁtlcosphaemla __Agaﬂae _‘f 2 v Delete
—— Accept v TOMOOD0204  Ashosphasiiela  AgaPlale v 2 ~ Delele
Gl | Accept v | TOMOOO03 Dilococcium  AosPlals v (2 - Delsts
‘ Accept v | TOMOOOD4 ' Bionectia  AgarPlate vi2 v Delete
Accept v TOMOOOOS | Stibohypolon | AgarPlate |2 v Delete |
Accept v TOMOOOO? Astosphaerielasp. AgaPlste v |2 v Delete |
Import Sample Accept (v Goidanichiella AgaPlate vz - Delete |
Select ExcelFie: | D-AColectEnFie\ExempleT s | ¥, ]
Select Wark Sheet: | Sheett v
| -
|

|Select  Destination Column Source Column

Ouder Order

|
(O]
(o , |
| O Faiy | Faniy
| O |ieitedty
| [ isclatedby
| O isolete dole .
| O substate | Substiete -
P [ — > ] >
[ GettenDepostFomiweh | [Cleardata | [ Cieatedats | [ SavekReiect ] [ Savet Receive |

Figure 9.3.1-1 New Deposit Interface
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9.3.1. Deposit
To make a deposit transaction of specimens/samples, user can process a deposit via
the “New Deposit” Menu as described below.

o Open “Detail” tab, as illustrated in Figure 9.3.1-1
Select Collection, Service Profile, Account for the deposit transaction
Specify Order date and Service Date

Import the specimens/samples from the Excel file and click

Imported data will appear in the List of Specimen(s). You can select the
container type, quantity and deposit decision for all or each
specimen/sample

Switch to “Options” tab, select a pricing option as shown in Figure 9.3.1-2

o Back to “Detail” tab, click

oo oo

o

Service Data

Details | | Options | Reasons | Exchange

Select Options:

On “r'early Profit  4on-Profit
Select | OptnNm Request Charge  Price Price

| = Al 500|100
H rvation... [F 1000 300

Figure 9.3.1-2 Selection on Pricing Options

9.3.2. Make a Service order

To make a service order, open the “Service Data” menu

Locate the “Detail” tab, as illustrated in Figure 9.3.2-1
Select Service Profile, Account for the deposit transaction
Specify Order date

Click to open “ Select Sample(s) for Service” window as shown

in Figure 9.3.2-2

0 Select a collection and its catalogue you want to retrieve specimens and
samples for services

o Click on a specimen, the list of samples will appear. Click on a sample and

O OO0OOo

click E to send the sample into “Selected Sample(s)”. To remove a sample

from the selected list, click on the sample and click . In case of deposit
service, the specimens/samples for deposit must be previously imported
through the “Import/export Specimens” menu.

o Click to finish samples selection and close “ Select Sample(s) for
Service” window . The selected samples will appear in “List of
Specimen(s)” in “Detail” tab.

o0 Switch to “Options” tab, select a pricing option as shown in Figure 9.3.2-3

0 Back to “Detail” tab, update status (accept or reject) for each row and

click . Total price will be calculated and shown.

o Click to receive the order. The order status bar will display at

the bottom of the window. The received order will be display as in Figure
9.3.2-4

Sy . ©2011 ISL/BIOTEC. Al Rights reserved.
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iCollect will display a confirmation dialog box asking user to save changes

that have been made. Click to confirm, otherwise click.

The “confirm receive order” dialog box will appear after user has saved

changes in the previous step. Click to receive order, otherwise

click .

Status; Didler

[ Delsts ][ MHewe ] [GetNewUrderFromWehS\le

o Service ﬁ
Find Services Service Data
— 540003
Senice Profil [For 8o Sell [v] [Detels | Opfions | Feasons | Eschange |
Accaunt: s Service Profile: | For Bos el ] *
Customer ™ Account | AccountDemo - 54100 2] ™
Order date: | :"v'|l OrderDats: (2052554 [wl[] SewviceDate: | el
- —— o 2 -
I = Status, | Dider v
Status: Total Samplefs) ‘1 | Tatal Specimen(s): '1 Remark:
Price: U, [without discount]
Siaq:.hBf‘SUII[S]'IEPFlE'_DalE] Total Price: |0 Tatal Tearly Charge: |El
540002 - 20 wm. 2554 % D - 10 Calculat
540007 - 16 .. 2554 Diszaur |
List of Specimenls]:
Collection Code Sample Status Rieject Reason
| BCE For Test... DPOOOOT Lott - #5 3 s [[Femove

cancel

Change Samples | [ Add Samples | [ Save |

Receive Rigject Cancel

Figure 9.3.2-1 Make a Service Order

[ Select Sampleis) for Service

Select Collection: Select Catalogue Profile:

|American Type Culture Cal » | | test

“

Select Specimen Select Sample

Selected Sample(s]

AQMO0007
AOMO000S

2

3

A0MO0DM 2
A0MO00022
AOMO00022.03
AOMO00022.04
A0MO00033
A0MO00044
AQMO00055
AOMO00O77
AOMO00033
COMO0001

[3193] - LatH1 - Sampleiz

ComMOoa0z.03
Camooanz. o4
CamMooanz
CamMooond
CamMO0a0s
COmMOoan7
COmMO0a0s

1E9

[3192] - COMO000Z - Lath1 - Sampled

-'

Save

Figure 9.3.2-2 Select Samples for Services
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Service Dala:
Details |Dpﬁms Reasons | Ewchange

Select Options:

List of Specimen(s):

[ Change Samples | [ Add Samples | [ Save |

Figure 9.3.2-3 Select a pricing option

o= Service %]
- Find Services . Service Data
= s 540001
Service Profile: |-v| Dretails | Optiors Reasong Exchange
Account: |'v| Service Prafile: [ oc ol
Customer: Accounti | samnan noksin; 45000
Order date: \ |Iﬂ| ; Order Date: : Service Date: ‘ !M ks
——
1 ||ﬂ Status:

i Remark:

Status: Total Sarmple(s): 1
i
Price; !U {without discount]

S ool D] Tatal Price; @ Total Yearly Charge: ‘07
<% Discount _I?

List of Specimenisk

Callection | Code | Sample | Status Reject Reazon
MY0000E . accept | v -
|Bec WMYO0007 B sceept v -

BCC MY00008 1eject

_LChange Samples Add Samples

[ Delete J[ MHew ] [GE_t_NewUrd_ElFrUmWEbS\IeJ Recewve Raject Cancel

Figure 9.3.2-4 Received Order

9.3.3. Renewal and Termination of Maintenance

This part allows user to handle requests from depositors to renew or terminate
their deposit. After the deposition period has expired, the depositors may request
to renew or terminate their deposit. To make a renewal deposit, you may search

%
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for specimens/strains that their maintenance period has expired (Figure 9.3.3-1a).
A list of specimen will appear for your selection.

Click [ Reneal | to open “Renewal “ window to renew the
deposit of selected specimens (Figure 9.3.3-3)
Click [ Jict, to remove all the samples of selected

specimens/strains from storage, destroyed and terminate the deposit, if
depositors not responding to your requests for renewal of maintenance.

However, depositors may request termination of their deposit at any time. Figure
9.3.3-1b illustrates how to search for specimens/strains for termination request
before the end of maintenance period.

Select a collection and click “Maintenance period has not expired” or
specify the “Remaining maintenance period”

Click search and select the required specimens as illustrated in Figure
9.3.3-2

Click | Terminate J to open “Termination of Maintenance”
service windows as shown in Figure 9.3.3-4

Select a created service profile for termination of maintenance and click
“Save”. After the termination request has been processed, iCollect will
remove all the samples of selected specimens/strains from storage,
destroyed and terminate the deposit.

Alternatively, materials will be shipped back to the depositor for additional
shipping and handling fee, if depositors send their request. As shown in

Figure 9.3.3-1b, click [ Shipped Back lto open the service
windows for processing the termination service with shipping and handling
fee.
Search Search
Select Collection | Amenican Type Culy Select Collection | Amenican Type Culb,
Account w Account v
Depozsit type v Deposit type W
Service Code Service Code
(#) Maintenance perind has expired () Maintenance period has expired
() Maintenance period has not expired (#) Maintenance period has not expired
() Remaining maintenance period (") Remaining maintenance period
1 % | Month 1 % | Month
[ Clear gelect l [ Search ] [ Clear zelect ] [ Search
Specimen Management Specimen Managemant
[ Destraoy ]
[ Fenewal ]
[ Terminate ]
[ Shipped Back ]

(a) Search for expired deposits (b) Search for non-expired deposits

Figure 9.3.3-1 Search deposits by the maintenance period conditions

5
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Check Expired Date

Search Specimen

el Emeﬂ@r}ﬂ:ﬂﬂ Select | Cade Service Code Aﬁg?nuent Deposit date: [ Expired q
Aceount :I * T ———
DOMO0003 530022 [BI0TEC 21442553 | 2147285
Depostpps | v [] |poMooood 530022 BIOTEC 217472553 21747255
Service Code | O | oomMoooos 530022 BIOTEC 217442553 21744255
O | oomMoooo? 530022 BIOTEC 211442553 21044255
O |oomMoooos 530022 BIOTEC 217472553 217472554
O | comoooot 530023 BIOTEC 217442553 21044255
SRR O | comooooz 530023 BIOTEC 217442553 21044255
[ | Month O |comoooozos  |s30023 BIOTEC 211442553 21044255
[Clarselect | [ Seawch | | [0 |cowooozod | 530023 BIOTEC 21/4/2553 21741255
O |comoooos 530023 BIOTEC 217442553 21/4/255
s Menawmen: O | comoooos 530023 BIOTEC 217442553 21744255
O |comoooos 530023 BIOTEC 21/4/2553 21/4/256
O | comoooo? 530023 BIOTEC 217472553 217472554
O |comoooos 530023 BIOTEC 217442553 21/4/255

I_ Terminate J

[ Shipped Back ]

&B Penewal Deposit

Select deposit data

Speciment List

530033

IDetaiIs ‘ Options Reazons Exchange
Service Profile:
Accaunt, | BIOTEC ; 53020 v

Deposition length [vear].

Remark:

Service Date:

Tatal Specimen(s):

Specimen Code

Frice
Price: [without discount]
Tatal Price: Tatal Yearly Charge:
% Discount:
Figure 9.3.3-3 Make a renewal deposit
ifarmation
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[ Termination of Maintenance QE]E]

Speciment List
Specimen Code

Select depozit data

530033

J Detailz Options Reasons Exchange

Service Profile: | termination i | i

Acoount: | BIOTEC : 53020 v ¢

Order D ate:
Service Date: |22 ww.a. 2663 E
e

Deposition length [vear]: |1 ;

Flemark:

Total Specimen(s): E'

Price:  |120 | [without discount]
Total Frice: |60 | Total Yeary Charge: |0 |
% Discourt; |50 |

Frice

Save

Figure 9.3.3-4 Termination of specimens/samples maintenance

10. Statistics & Log
iCollect provides feature for BRC administrators and collection managers to summarize and

analyze trends of collection data and usages of storages. Under the menu “Statistics”, you
can find three types of summary statistics.

BT statistics @ Collection Summary

(@  Storage Summary

'S

User Summary

Figure 10-1 Statistics Menu

10.1. Collection Summary
When you open the menu “Collection Summary”, iCollect will give you a summary on all
specimen collections including

» Total number of collections registered

» Total number of specimens and samples

= Maximum, Average and Minimum number of specimens and samples per

collection and storage

=  Maximum, Average and Minimum number of samples per specimen
In the “Collection Summary” tab, choose a collection to see the summary of humber of
specimens and samples. Two in-built comparison charts of collections are included to
give you see the different number of specimen/samples registered within the
collections.
10.2. Storage Summary
In the menu “Storage Summary”, you can find the summary and charts of storage
usages by storage types and storage configurations.

= Total number of storages included in iCollect

» Total number and Percentage of occupied positions for each storage

» Total number and Percentage of empty/available positions for specimens in

each storage
%farmation 39
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= Comparison charts of storage usages

10.3. User Summary
iCollect provides the summary of collections and specimens/samples created by each
user. When you open “User Summary” window, you will find the following
= Total number of user accounts registered within iCollect
»= Average number of collections created by a user
= Number of collections and samples per user account
= Charts of collection distribution
Click on Refresh to reload the update summary.

10.4. Data Log
In addition to usage statistics, the full audit trail history of any individual user within
iCollect is provided. Under the Administration menu, open the “Data Log” (as show in
Figure 10.4) to search and view who acted what to which data from which terminal and
when.

Step 1: Specify the search criteria and Click to retrieve the history logs.
Step 2: The following items in Search Result will be displayed in “Data Log*“ table.

O User Domain Name: Display the Network Domain name where the computer
used by user is located.

Computer Name: Display the Computer Name where the user logon to the
system.

User Name: Display the User name of who made the action.

Action: Display the type of actions that users acted to the data including insert,
update and delete.

Action Detail: Display the detail on data attributes that were changed.

Data Group: Display the data group that was affected by the action

Date: Display the date when the action was done.

Step 3: Check or Uncheck “Show” checkbox to select the column from search result. You
can also export the data log to a specified file by selecting a file format and clicking

el Bee )

Search dats Show Columns E=port data

Q00 00 ©

User name : 3 | Show Colurnn A Select file type lo export
Actian: | insert - User domain name ~| | Esportfile
Date: - =) Computer name | Export statug
R = User name [ |
Data aroup : | .A:linn 1
| Action detai 3

Datalog

User domain Computer N
el e Uszer name Action Action detal Dats Group Date

BIOTEChatee (ARG [ 1ot insert ol new service .. | Service [zA12mo100a. |

BIOTEC-natee 521-83 rook | insert add samples rea... | Sample I1/201010:42.
BIOTEChatee 521469 [foat et add new sample. ... | Sample [3e1zm011.47. |
|BIOTEChates 52183 [ Freei e s | 3120101147
BIOTEC-natee 521-89 root inzert add new sample. ... | Sample 3120101147
|BI0TECnates 52189 [ro0t linsert adld new sample. ... | Sample [3A12ma11.47.
BIOTEChatee 521483 [font Freeit add sample”s rea . | Sample [zm12001147. |
BIOTEC-natee 521-89 oot {insert add new specime... | Specimen 3M1/20103:32....
BI0TEChates | 521689 [roct [insert add new sample, .. | Sample [3r12m0520.... |
|BIOTEChates 52183 [ront P T S [3m12mn 500
BIOTEC-natee 521-89 root inzert add new sample. ... | Sample 3M1/20105.20...
|BI0TEChates 52189 (100t linsert add ew sample, .. | Sample |3m12m0520...

BIATET wabnn F 00 et e 3 el pmroditin e s LB el 2AHA NN RN,

Figure 10.4 Data Log
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11. Other
11.1 Import/Export
This part allows you to import/export specimen data from/to data file.
e The “Import” tab provides users to import the data from an MS-excel file in
three steps.
Step 1: Choose a collection you want to import the data.

Step 2: Click to open the specimen data file and choose the worksheet

that contains the data.

Step 3: You need to map the column from the excel file with the collection data

column. At each row in the mapping table, choose the value under “Source

Column” that you want to import into the column in “Destination Column”. When

you finish the column mapping, click Import.

e The “Export” tab allows users to export the specimen data from iCollect into a
file in particular format including Excel, CSV, TXT, and XML. First, choose a
collection and its columns you want to export the data and click View. Next,
choose the file format “Select Fileexport” and click Export.

11.2 Data Exchange

In “Data Exchange“ menu, there are two options provided for schema mapping,
data mapping and exchanging the data with other organizations: Standard Schema
and Web Services.

11.2.1 Data Exchange using a Specific Schema

This part allows user to upload the target Data Schema from the specified
schema file (e.g., Excel, XML File formats) to use in data mapping. In “Create
data” tab as shown in Figure 11.2.1-1, select “Load Schema” tab to create the
dataset by mapping data columns of source schema (iCollect) and target
schema within following steps.

¥ Data Exchange

Web smicemgemm: Create data | Create new data type from web service |
Create data

Data Sousce Columns Mapping
| Select dataset '[ypej Load Schema ‘ - |#] Select sample data Selectal [] Referto columns defined in a web service
File Path |_| Sdeﬂsmdevefsmce 75*'5( Saice
[Cvordami | 7] Setect sample image @ [Recid
‘ |1 Select From Catalogue Profile & |BCCCode
=g o i
jone ] sequence dala B [ Species sparet
Select Table Select Collection - ’
R ST || | SeiMm
[ThebaeConitie ) [ Browse Fle £ Connect DB s
R z 9] | Other Colection M.
List of Datasets — Country
Ftors | Select From Cotalogue Profie lel 3
Dataset Name | Province
Columns Cratia & T \deriBy
B [erbae
= | Application
| Reterence ype
Create data
[ Getdaa | [ Selectan | [ Ciear Selection | [ AddRow ] [ Add Cokmn | Selaciad 0/ 0o Sekect columls]

DatasetMame: | | [ Creste Dateset | Select FieExport Export fie
Remark : [ |
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Figure 11.2.1-1 Upload Schema in Create Data Tab

Step 1: Click to load the schema file
Step 2: Select Table from the following choices

Data Source

Select sample data [T Select sample application
[ Select sample reference [ Select sequence data
[ Select sample image

[ Select From Catalogue Profile

Select Collection l -
[] Browse File [7] Connect DB
Select Table A
Fitters | Select From Catalogue Profile |
Columns Criteria
o I I

Figure 11.2.1-2 Specifying the Data Source

e Select Collection - select a data set that has been stored by iCollect
itself.

e Browse File - import a dataset from ms excel file (.xls) or ms access file
(.mdb)

e Connect DB - retrieve dataset from MySQL or MS SQL database server.

Step 3: Determine what data you want to retrieve from database in “Data
Source” by clicking on the checkboxes and choose a collection from the list
shown in “Select Collection”. When you change the ‘Data Source’ selection,
you need to refresh “Data Source” by reselecting the collection in “Select
Collection”.

n
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Columnz Mapping

[ Select al

e Ly
ReclD
BCC Code BCC Code
Genus Name Gerus Name
Species epithet M
Scibm SciNm
Farnily Fannily

Other Collection Mu. .

Country

Province

|derBy

|denDate

Application

O0ooooo0EREERE

Reference type

[] Refer to columnz defined in a web zervice

Figure 11.2.1-3 Customized Column Mapping

Step 4: Go to “Column Mapping”, specify the destination column (from
loaded schema) that will be mapped with the source column

Step 5: Click ! to select the column on that row or Click “Select all” to

select all columns and click

Get Data

Create data
Data Source Columns Mapping
Select dataset Type Select sample data || Select sample applcation [ Select al Refer to columns defined in a web servics
& DataSet [ Select sample reference 7] Select sequence data Select Source Reference object =
) Sting amay {Stinal]} Select sample image ReclD ThaiDarwinC... | [|set =
© nteger amay (Intsger]], 3211} [7] Select From Catalague Profile OriginalCode_ ThaiDarwinC.., |+ |set_(
(2) Decimal amay { Decimal[ ]} Seteet Colecton [—]BC;: - —— St m sk
S } |7 Browss File [] Connect DB BBHCode_ ThaiDarwinC.... [~ [lset_t
© Bitmap amay ( Bitmap[]) -
& ; z Genus_ ThaiDanwinC... | ¥ |set_:
.? Other | ThaiDarwinCorePlus] = Select Table o Epithet_
© Grstie [Fitrs | St From Cadogus Pfe] =R
List of Diatasets Criteria 2] [l |Kingdom_
Dataset Name e 7] | Phylum_
O |Class_
[T |Order1_
7] | Family_ =
i 3 fud Load
| [ Selectm | [(GearSelection | | AddRow | [ AddColumn | Selected = 2 of 198 rows Select columnig)
ebatimCoordinateS) _GeorsferenceProto st_FoctprintSpatialfi et_CollectingMethoc  set_Sex el [Ed] Sel=ct al
[¥] set_VerbatimCoordinate System
1 MY00001 3973 Condyceps [¥] set_GeoreferenceProtocol
2 MYDDOOZ 16757 10001 Cordycaps [¥] set_Footprint SpatialFit
3 14Y00003 10002 Cordycsps % o il
4 MY00004 10003 Cordyceps h
5 MY00DO5 Cordyceps
& MYDDDOG 10004 Cordyceps
i MYDDOO7 16473 10005 Cordyceps
8 MYDO00S 16474 10006 Cordyceps
9 MYDDDOS 16475 10007 Cordyceps
Datasst Name - Create Dataset Select FileBxport | <[ Sporii
Remark :
Figure 11.2.1-4 Mapping Data
% formation
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Step 6: Mapped and retrieved data will appear in the “Create data” as shown in

Figure 11.2.1-4, click “Select All” to select all rows to be exported or click
only the rows you want to export to the file

Step 7: You can filter the number of columns by selecting column displayed in
“Select column (s)”

Step 8: Specify the file format for data export and click .

Step 9: Type filename and click. The progress bar will display during
export process. When the export finished, a message appears saying “Export
completed”.

11.2.2 Data Exchange via Web Services
This part allows user to select and submit a dataset to a destination via SOAP
protocol. In “Web Service Management” tab as shown in Figure 11.2.2, you can

specify URL or a web service location and click to load the WSDL
or Web Service Definitions for parsing and analyzing @ what services are
available, ® what are needed for input parameters and ® what will be
returned. The available services will appear in “Web service function list”.
When you double-click on a service in “Web service function list”, its required
input parameters will be listed and displayed in the bottom-left table.

Wiews web service method U RL
URL: [hitp:Aacalhost/BRCASrSubmitData, ssm v|[_Fnd ]

e0 service funchion N5t
SumitD ata ]\
getdttribute
YigwCollection

SumitD atadMDImage
LoadMewOrder
RecorcdedOrder
LoadCrderStatus
UpD ateQrderD ata

Parameter name Input parameter

Type

String
String
DS

uzhrm

DataSet

String

Pazz String

Figure 11.2.2 Accessing to the web service APIs

o If the types of required parameters are

= Generic and single such as String, you can directly enter the
data value into the “Input parameter”.

= DataSet and Array type, you need to construct a set of
multiple data values for this parameter. See detail in
Section 11.2.2-1

=  Web-services Defined Type, you must load the web-service
defined type and perform the data mapping. See detail in
Section 11.2.2-2
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0 After all required input parameters are ready, you can input the

parameter and click L=alsemiee |

0 Results will return and appear in the “Web service results”.
11.2.2.1 Data Preparation for DataSet and Array Type

To prepare the DataSet or Array type, you can perform the following steps.
Step 1: In “Create Data” tab, open “Select dataset type “tab

Step 2: Select the data type you want to create (Figure 11.2.2-1)

Click “DataSet” to select the DataSet type

Click “String Array” for an array of string values.

Click “Integer Array” to prepare an array of integer values.

Click “Decimal Array” to prepare an array of decimal values.

Click “Bitmap Array” to prepare an array of bitmaps.

O O O O o

Select dataset Type | Load Schema

(%) DataSet

) Sting aray | Stingl 11

() Integer aray [ Integer] |, Int32[ ]
() Decimal aray [ Decimal ]

() Bitmap aray [ Bitmap[ 11

) Other

() Expart file

Figure 11.2.2-1 Select a type of dataset

Step 3: Determine what data you want to retrieve from database for the

preparation. At the “Source Data” in Figure 11.2.2-2(a), click to select
the data source and choose a collection from the list shown in “Select
Collection”. Or you can import data from a file and database server which
use the same procedure as described in section 9.2.1

Data Source

Select sample data [ Select sample application
[ Select sample reference [T Select sequence data

Columnz Mapping

Selectall [ Fefer to columns defined in a web service

D Select sample image Select Source Destination
[ Select From Catalogue Profile FeclD a3
Select Collection BCC Cads BCC Code v
D Browse File D Connect DB Genus Mame Genus Mame w
Select Table - Species epithet Species epithet w
Seibm Scitm v
Fiters | Select From Catalogue Profile Famiy Family 3
Columns Criteria - [0 | Other Collection Nu...

n o

BCCCode_ Fl Province

EBHCode_ O [idendy

Genus 0 |ldenDate

- - [0 | Application

1 1L} k [0 | Reference type

(a) Data Source

(b) Column Mapping

Figure 11.2.2-2 Data Source and Data Mapping

Step 4: Go to “Column Mapping” as shown in Figure 11.2.2-2(b), specify the

destination column that will be mapped with the source column. Click
to select the column on that row or Click “Select all” to select all columns.

Step 5: click

@}nformatiun
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Step 6: Mapped and retrieved data will appear in the “Create data” as
shown in Figure 11.2.2-3, click “Select All” to select all rows to be exported

or click ! only the rows you want to include in the dataset

Create data

[ Get Data ] [ Select All ] [ Clear Selection ] [ Add Row ] [ Add Calumn ] Selected = 9 of 1088 rows Selact column(s)
Select ReclD BLCC Code Genus Name Species epithet SciMm Family o E Select &l
1 156888 Acetohacter lovaniensis Acetobacter lova. . | Acetobacterace BCC Code
2 15851 Acetobacter 5p. Acetobacter sp. Acetobacterace Genus Name
Species epithet

3 15839 Acetobacter sp. Acetobacter sp. Acetobacterace Seim

4 15939 Acetobacter . Acetobacter sp. | Acetobacterace Family

] 15338 Acetobacter sp. Acetobacter sp. Acetobacterace

[ 15337 Acetobacter 5p. Acetobacter sp. Acetobacterace

7 15936 Acetobacter 5p. Acetobacter sp. Acetobacterace

8 15308 Acetobacter sp. Acetobacter sp. Acetobacterace
=

1RanT Arbebnnben = Anbebnbre an R

-
v

Datazet Mame : DataSel Create Datazet Select FileExport Erport file

Fiemark :

Figure 11.2.2-3 Mapped Dataset Result

Step 7: You can filter the number of columns by selecting column displayed
in “Select column (s)”. In case of Array data types (String Array, Integer
Array, Decimal Array and Bitmap Array), you can choose only one column
that its data type is not mismatch.

Step 8: Type the dataset name and click . The dataset

created will appear in the “List of Datasets”.

11.2.2.2 Data Preparation for an Array of Web-Service Defined Type

To prepare an array of Web-Service Defined type, you can perform the following
steps.

Step 1: In “Create Data” tab, open “Select dataset type” tab

Step 2: Click “Other” (Figure 11.2.2-4) to select a web-service defined type

Select dataset Type | Load Schema

() DataSet

) Sting aray | Stingl 11

() Integer aray [ Integer] |, Int32[ ]

() Decimal aray [ Decimal ]

() Bitmap aray [ Bitmap[ 11

() Other || ~
() Expart f

ThaiDarwinCorePlus(]

Figure 11.2.2-4 Web-service Defined Data type

Step 3: Determine what data you want to retrieve from database for the
preparation. At the “Source Data”, click on the checkboxes to select the data
source and choose a collection from the list shown in “Select Collection”
Step 4: Go to “Column Mapping” as shown in Figure 11.2.2-5,

o Click “Refer to columns defined in a web service” to be checked
o Specify the “Reference object” and its “Method” that will be used
in mapping with the source column.

o Clickon to select the column on that row or Click “Select all”
to select all columns.

5
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Columne Mapping

Select all Fiefer to columns defined in a web service

Select Source Fieference object Method ]

ReclD

BCC Code ThaiDanyinC...

Genus Name set__Kingdar ~
zet__ScientificName —

Species epithet el Synonym
zet__Family =

Scilm

zet__Genus

Farmily

set_ SpecificEpithet
set__Applications

Other Collection Mu...

st FileReferences ™

Countiy

Frovince

IdenBy

ldenDate

Application

HEEHEEEEEEEEEE

Fieference type

Figure 11.2.2-5 Reference Objects and Methods defined by Web Services

Step 5: click

Step 6: Mapped and retrieved data will appear in the “Create data” as shown in

Figure 11.2.2-5, click “Select All” to select all rows to be exported or click ™ to
select only the rows you want to include in the dataset

Step 7: You can filter the number of columns by selecting column displayed in
“Select column (s)”.

Step 8: Type the dataset name and click . The dataset created will

appear in the “List of Datasets”.

11.2.2.3 Data Preparation for a single record of Web-Service Defined Type
To prepare a single record of Web-Service Defined type, you can perform the
following steps.

Step 1: Double click on the row containing the web-service defined type (Figure
and open the “create new data type from web service” tab .

ViEw web service method

URL: |http:/flocalhost/BRC MW ebS ervice, azms vl l Find

"Web service function list

HelloWworld

SentData

Wie T ext

Wiy

Input parameter

Parameter name Type

Data ThaiDarsinCaorePlus

Figure 11.2.2-6 Double-click on the web-service defined type
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Step 2: Input the values for each parameter in the “Input Parameter Value” column.

When finished, specify the dataset name and click (Figure 11.2.2-7).

The created dataset will appear in a table “List of Datasets”.

| web service management | Create data | Create new data type from web service |

Find Parameter

Member Detail : List of D atasets :
. Request Input parameter Drataset name Type Remark.

Hember st parameter name Toee i ThailamwinCorePlus
set__Kingdom value String inzertdatal

get__Scientifichl ame walue String ingertdataZ

set__Synonym valueg String

zet__Family walue String

set__Genus walus String

set_SpecificE pithet value String

Datazet narme : | dataset] |

Remark : | |

Figure 11.2.2-7 Create a single record of a web-service defined type

11.2.2.4 Calling Web Service

After finishing data preparation, the dataset created will appear in “Created
dataset” table in “Web Service Management “tab. You can select the created
dataset from the list to specify for “Input Parameter” of the web service. When you
have already specified all input parameters for the service function, click

to invoke the web service function. Return results will display in the
“Web service result” as shown in Figure 11.2.2-8
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“web service management ‘ Create data |

Wigw web service method Created dataset
URL : |hltp Hlocalhost/BRCAMehS ervice asm v" [ Find ] Dataset Hame Tupe Remark
I ThaiD...

i Weh service function list

Helldw/orld

| SentData

web service result

<mlwersion="1.0" encoding="ut-16"?> el
<ArrayOfThaiDarwinCorePlus |
wrminssesi="htto: A w3.org/2001 MMLS chemerinstance” 5
xminszxsd="hitprwwnew . org/2001 <ML chema"> |
Parameter name Type | Input parameter «ThaiDarwinCoreFlus> ) =
: = <_Kingdom xrlins="http:fftermpuri.argf" />

s sling, fessid <_Sciantifichams xmins="http:ftempuri.org/>Acstobacter
Passwiord Sting | p@ssw lovaniensis</_Scientifichame»
CallectionM ame Stiing  |BCC (,Eyﬂ DIWm xmins="hitp:/Aempuri.arg/" >
- — <_Family )
Data ThaiD... REEEIENE] xmins="http tempuri.org/'>4Acatohacieracaass_Family>

<_Genus xmins="hitp fftempuri.org>Acstobacters/_Genus>
<_SpecificEpithet §
¥mins="http:/ftemputi.org/">lovaniensis<,_SpecificEpithets
<_Applications xmins="httg/ftempuri.org!'>
<Application
<_ApplicationsData />
<fhpplications
<_Applications>
</ThaiDarmnCorePlus>
«ThaiDarwinCorePlus> )
<_Kingdom xmins="http:{ftempuri.org/”" >
<_Scientifichame kmins="http:ftempuri. org»Acetobacter
sp.</_Scientifichame> .
<_Synonym xmins="http:{tempuri.orgl" >
<_Family
xmins="htlp/ftempuri.org/">Acetobacteraceae</ Family>
<_Genus xmins="hitp:{ftempuri orgf*>Acetobacter<_Genus>

E Call Service ] < SpecificEpithet &l
Figure 11.2.2-8 Invoke a web service function

Figure 11.2.2-9 demonstrates how to access KEGG database through web services.
Accessing the URL “http://soap.genome.jp/KEGG.wsdl”, available web services will
be listed. In Figure 11.2.2-9, a web service
“get_html_of_colored_pathway_by_elements” was selected and invoked to get the
html page of a color pathway map for a specified pathway “hsa00010”. You can get
the html page at
http://www.genome.jp/tmp/color_pathway.127121207110735/hsa00010.html from
result in “Web service result”. You can use a web browser to access the html result
to view the pathway map as shown in Figure 11.2.2-10.
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a5 Data Exchange’

Web service management | Create data

=&

Wiew weh service method

Created dataset

URL: [http:/ésoap. genome. ip/KE GG wad) M[ Find |

Weh servioe funstion list [~

get_elements_by_pathnay

get_element_relations_by_pathiiay

lements

mark_pathway_by_objects

calor_pathway

color_pathway_by_abjects

get_himl_of_marked_pathway_by_obiects

get_himl_of_colored_pathway_by_obiects

get_genes_by_pethinay

aet_enzymes_by_pathway

get_reactions_by_pathway vl
E— Tupe | Inpul perereter

pethinay_id Sting | hes000ID

E— R |27

fa_oolor_lst Stinal] | bhas

bg_calar_ist Suing] | Blie

Call Service

Dataset Name:

Weh service result

Type | Remaik

Figure 11.2.2-9 Accessing web services at KEGG

-E’E

€ KEGG PATHWAY: Glycolysis / Gluconeogenesis - Homo sapiens (human} - Windows Internet Explorer

Go-m

B

|[42][] [29 cooa=

|[2]]

° Fle Edit View Favortes Tools Help

e | = [T Free Hotmall ]

‘EKEGG PATHWAY! Glycolysis | Gluconsogenesis - Home. . ‘ ‘

¢ il Favorites

C M- B O s - Page~ Safety~ Took - i@~

K[cc Glycolysis / Gluconeogenesis - Homo sapiens (human) ‘:
Hel
[ Pathway menu | Pathway entry | Hide description ]
Glycolysis is the process of converting glucose into pyruvate and generating small amounts of ATP (energy] and NADH
(reducing power). It is a central pathway that produces important precursor metabolites: of
glucose-6P and fructose-6P and three-carbon compounds of glycerone-P, glyceraldehyde-3P, glycerate -3P,
phosphoenolpyruvate, and pyruvate [MD:MO0001]. Acetyl-CoA, another impartant precurser metabolite, is produced by
oxidative decarboxylation of pyruvate [MD:M00672]. When the enzyme genes of this pathway are examined in completely L
sequenced genomes, the reaction steps of three-carbon compounds from glycerone-P to pyruvate form a conserved core 3
module [MD:M00002], which is found in almost all organisms and which often corresponds to operon structures in bacterial
genomes. Gluconeogenesis is a synthesis pathway of glucose from noncarbohydrate precursors. It is essentially a reversal
of glycolysis with minor variations of alternative paths [MD:M0O0003].
| Homo sapiens (human) [v] (=[=[+) | 1
I GLYCOLYEIE/ GLUCONEOGENEEIS |
Starch and suerose
1
v
Q- D-Glucose- 1P
a Dl le:x]jﬁ]e]aI
I:2 EEE] ] (exrtrace] il
oD usoee B Ppo e i
57163 - D-Glucose-6F
il 5315|5319 5310
2711
4
D Ghucose O 2212 |—#0 p-D-Frustose-6F
Za1el #+ B-D-Glucase- 6P Penings v
& Inernet fa 7| Hioon -

Figure 11.2.2-10 View the returned HTML via a web browser

11.3 Taxonomical Data Checking

In several cases, the collection data will include taxonomic data which need
validation and update of taxonomical classification. iCollect provides this feature to

enable user to check the taxonomic data with the Global Check list at
www.sp2000.org and the fungal database at www.indexfungorun.org.

11.3.4 illustrates a part of the “Check Taxonomy” window.
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n

Check Taxonomy.

Search Samples Check,

Select collection: | Biotec eulture collaction v Refeence To | v sp2000.crg |

Show Cokimn name Cilteria & O Check Speling. (2 Chack Tassnony
Strain cods Colutnn rame Column Maping
[ | Scientific name Strain code v
O | Type strain Oider Oider_Name -
Ordler Fanmily
“ Farily
[ | Identitied by
[ |lsclstedby Dalanotfound s £p2000 collection: | 2009
[ | lsolate date Data is comect
[ | Substrate
v
Check Update Sample
Flesst Sesrch
Search Result 10 Samplels)
Select Sirain code Order Famiy
1
ADMDDODT Rylariales Rylariaceas

AOMO0002 Pleosporales Melanommataceae
ADMODOOZ03  |Pleosporales  Melanommataceas
|ADMO000204 | Pleosparales. Melanommatanase
AOMOND03 |Incertas sedis | Incertas sedis

| 20mo0002 |Hypocreales Bionectiaceae
AOMO000S Rylaiisles Rylariaceas
ADMOD0D? Fleasporales Melanamnataceas
ADMONNE B - rcrictacese

HEEEDEEREEEE

Select all

Figure 11.3.4 Check taxonomy data

There are two validation modes of taxonomic data: Check Spelling and Check
Taxonomy. You can process the validation of taxonomic data within three steps.
Step 1: Choose a collection and its taxonomic columns such as Family, Genus, and

Species and click. Search Results will appear in the bottom sheet view
and the selected columns will be shown in the table within the frame “Check”.
Step 2: Choose a data reference from “Reference To”. There are two modes of
data validation.

e Click “Check Taxonomy” if you want to validate the hierarchy of taxonomic
relationship. Otherwise click “Check Spelling” to verify only the spelling of
the data.

e Specify the column from the reference in “Column Mapping” for each row.
You can select more columns by clicking the [*| checkbox in the Search
table on the top-left of the screen. In “Check spelling” mode, you can
select only one column at a time of validation.

e Click to start the validation. Results from validation will display
by coloring the sample data with different colors:
o Green if the data is correct spelling or containing the valid
taxonomic classification.
0 Yellow if the data is not found from the Global Check list or the
selected reference website.
o [R8H if the data contains the invalid taxonomical classification.

Step3: For the invalid taxonomic data or . record, you can click to
update the data as specified in the Check List.

11.4 Link to BIOTEC BRC
This menu provides a convenient way to send and receive data to BIOTEC BRC web
service. In this menu, user can submit, deposit, and order samples or collections
through BRC.
11.4.1 Submit Data
This part allows user to submit samples to BIOTEC BRC (as shown in Figure
11.4.1-1)
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Select Source

@ select a Collection [ ']

() Browse File | | [ Browse ]

() Connect to DB Server | v‘ Host ‘ ‘ Port | | Schema | I Connect

Username ‘ ‘ Password | |
Select Column(s) & Set Criteria Select Al

Columns Select Criteria Set Column Name for Catalogue  Setas Code

Select Table

GetData

Data for Submit to BRC Web Site Select All

Submit Data

Specimen
Picture
Reference
Application
Molecular Sequence
File {voice)

File (video)

Select a Collection on Web

V

-

Set Material Type

[ mport [ Export |

I Submit Data ]

Figure 11.4.1-1. Submit data form

Step 1: select source (as shown in Figure 11.4.1-2)
i. Select data - choose samples data from collections that has been
stored in iCollect.
ii. Brose file - import samples from ms excel file (.xls) or ms access file
(.mdb)
iii. Connect to DB Server - retrieve samples from MySQL or MS SQL
Database server.

Select Source
® Selecta Colection | -
() Browse File | | [ Browse ]

© Connect to DB Server | | Host | | part | | Schema | | connect

Usemame| |Password| ‘

Figure 11.4.1-2. Select source option

Step 2: Go to select column(s) & criteria (as shown in Figure 11.4.1-3) to include
whether columns to be sent with sample data. **If you choose to browse file or
connect to DB server, please select table first.

Select Column(s) & Set Criteria Select Al

Select | /" Set Column Name for Catalogn¥  Set as Code
OriginalCode_
BCCCode_

> BBHCode_
Genus_

Figure 11.4.1-3. Set column criteria and column name for catalogue
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Step 3: Set column criteria.
Step 4: Set column name for catalogue.
Step 5: Check set as code checkbox at the column that used to stored sample code.

Step 6: Click

Step 7: Specify the samples that you want to submit. See figure 11.4.1-4 for the
example.

Data for Submit to BRC Web Site Select All

Select  OriginalCode_ BCCCode_ BBHCode_ Genus_ Epithet_ Authority
MYQ0001 9373 Cordyceps sp. (Fr.) Link (1
MYQ0002 16757 10001 Cordyceps =p. (Fr.) Link (1
MY00003 10002 Cordyceps sp. (Fr.) Link (1
MYQ0004 10003 Cordyceps 5p. (Fr.) Link (1
MY00005 Cordyceps p. (Fr.) Link {1
MYD000E 10004 Cordyceps sp. (Fr.) Link (1
MYQ0007 16473 10005 Cordyceps sp. (Fr.) Link (1
MY00008 16474 10006 Cordyceps 5p. (Fr.) Link (1
MYQ0003 16475 10007 Cordyceps sp, (Fr.) Link (1
MYD0010 10003 Cordyceps sp. (Fr.) Link (1
MY00011 10009 Hirsutella formicarum Koval (198«
MY00012 10010 Hirsutella formicarum Koval (1984 i

fT — - Cn e o e :

Figure 11.4.1-4. Select sample to submit

Step 7: Choose submit data option.
Step 8: Select a collection on web that the samples will be stored on BIOTEC BRC.
Step 9: Set material type.

Submit Daka

Step 10: Click[ ] The program will open a confirm dialog

ask you for a confirmation, click s

Step 11: The login to BRC dialog will appear on the screen. Specify username and

password and then click

Step 12: iCollect will display a submlt result message on the screen.

11.4.2 View submit log
Submit log records the information of your collection that has been submitted to
BIOTEC BRC. See figure 11.4.2-1 for more details.

BRC Web iCallect's BRC Web's Submit Number of Ll
Subrmit Date iCollect Login Login Collection Collection Columns Specmen Sp[z:agln;en
S e Y W ST
16 w.m, 2554 root Samnan BCC16052554 OrlglnaICode, 5 MYD0001, MYDD,.
16 w.m. 2554 root Samnao BCC BCC18052554 CriginalCode_, B... |5 MY00001, MYQO...
13 w.m. 2554 root samnac sponge testAddMewColu... 20 MUS-A-01, MUS-...
13 w.m. 2554 root LENEN] sponge testAddMewColu... 20 MUS-A-01, MUS-...
13 w.m. 2554 root samnac sponge testAddMewColu... 10 MUS-A-01, MUS-...
13 w.m. 2554 root LENEN] sponge testAddMewColu... 10 MUS-A-01, MUS-...
Figure 11.4.2-1. “Submit log” window
. formation_ 53
'systems” rab. © 2011 ISL/BIOTEC. All Rights reserved.

Information Systems Laboratory (ISL),
National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand



iCollect 1.1.50

11.4.3 New Order From BRC
This menu is used to retrieve order that has been sent from BIOTEC BRC. See figure
11.4.3-1 for more details.

List of Order(s)

Service Code QOrder By Order Date Quantity Total Price  Service Type Se
e T S N

2011-5-34-4-206  |samnao noksiri 16 wawaAn 2554
Select a service profile
-

‘ | :
List of Sample(s)

No.  Specimen Code Collection Quantity Match Collection inStock  Accept  Reject
10 Plant_natee 1| - ? Bl [

2 |10 Plant_natee 1| - ? Bl [

Figure 11.4.3-1. New Order from BRC Interface

¢ To manage order

Step 1: Select new order from BRC tab.

Step 2: The “login window” will appears on the screen as shown in Figure 11.4.3-2,
login using your BRC account.

Flease enter user name and password.

|User Mame:

Password:

ok || Cancel

Figure 11.4.3-2 “Login to BIOTEC BRC” window

Step 3: iCollect will retrieve and list orders from BRC automatically.
Step 4: Click on certain order to view sample list.

Step 5: Map the ordered sample with your collection in iCollect.
Step 6: To accept order, check accept. Otherwise check reject.

Step 7: Select service profile then click .

tab. ©2011 ISL/BIOTEC. All Rights reserved.
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11.4.4 New Deposit From BRC
This menu is used to retrieve sample that has been deposited to you from BIOTEC BRC.
See figure 11.4.4-1 for the screen example.

List of Order(s)

Service Code Deposit By Deposit Date Quantity Total Price  Service Type Servic
Busiie e e s

To Collection
2011-5-43-1-67 18 wamamAy 2554 0.00 Safe Deposit BCC Safe [ ]
2011-5-43-1-68 13 wemaAn 2554 4 0.00 Safe Deposit BCC Safe Sddect - fl
elect a service profile
2011-5-43-1-72 19 wamaAu 2554 7 0,00 Safe Deposit BCC Safe [ v]

[ Sent To Service: New Deposit ]

4| n 2
List of Sample(s)

Figure 11.4.4-1. New Deposit Interface

¢ To manage deposit order

Step 1: Click on “New Deposit from BRC” tab. The “login” window will appears on
the screen, login using your BIOTEC BRC account.

Step 2: iCollect will retrieve and list orders from BIOTEC BRC automatically.

Step 4: Click on certain order to view sample list.

Step 4: Select collection to save sample.

Step 5: Select a service profile

Sent To Service: New Deposit

Step 6: Click
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11.4.5 Deposit to BRC

This menu is used to deposit sample to the specified user (as shown in Figure 11.4.5-1).

Service Data
Deposit To: |samnao noksiri ¥ |=| Select C_Jri_g_|i|_'|aI_C_o_dg | BF:CCo_dg | BBH__C_o_dg _ Genus |
Select Collection: |BCC Deposit Demo ,] % MYUDODI | .99?3 ;Cordyceps |5Py
ety [ S [@  |mvooooz | 16757 | 10001 | Cordyceps B
— il MYOD003 10002 Cordyceps %
SR ~ | ) * @  |mvoooos 10003 | cordyceps =
Service Length: |1 v| Year(s) = .MYUDODS | ;Cordyceps sp
Remark: - & |mvoooos 10004 Cordyceps ' s
@ |mvoooo7 | 15473 10005 | cordyeeps =
gt |BCC v| @ |mMvoooos | 15474 [ 10008 [ Cordyceps |4
BCC Deposit - | |mvoooos 16475 10007 Cordyceps ' sﬁ.
_Demo Colurnn e @ |mvooowo ' [ 10008 fr:ordyceps |
MacroHabitat Magdihiat ol @ |mrooo1t 10009 {Hirsutela [for
SubSite |Subsite_ e @ |mvoooiz 10010 [Hirsutella [for
Site I 3 @ |mvooo1s (10011 | Unidentfied [un
Dietrict SistEicte T @ |wvooots [10012 |ophiocordyceps | my
Locstion Eince:s bid @ |mrooo1s (10013 |aanthomyces | sp:
Cauntry o z @ |wvoooss | 16476 18479 | Unidentified [un
Latitude Latitude_ 3 T | |mvooorz ' 10015 | Ophiocordyceps | spl
Nor thSouth NorthSouth_ | v | @ [mvoooss {16477 10016 | Firsutella &5
Longtitude tengtitide.  |x| 7| @ [Mvooous ' [10017 | Unidentfied [un
Easlie st Gashtest i @ |mvooozo 10018 |ophiocordyceps |
ST BT z @ |mvooozt 10019 | Ophiocordyceps |
GPSStatus SHET NS T @ |mvoooz2 | 16446 [ 10020 | Cordyceps =
Reference Reference - % T T = E = e

[ Getpata | [ selectal

Figure 11.4.5-1 Deposit to BRC Interface

Step 1: Select recipient from deposit to combo box.

Step 2: Select collection

Step 3: Select deposit type
Step 4: Set order date

Step 5: Set service length

Step 6: Add remark (optional)
Step 7: Select source collection

Step 8: Map source collection’s columns with BIOTEC BRC collection’s columns.

Figure 11.4.5-2 illustrates the example of column mapping.

z;nformatiun .
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ggnﬁf Ez?usgn BCC Column
MacroHabitat MacroHabitat_
SubSite SubSite_
Site Site._
District District_
Location Province_
Country Country_
Latitude Latitude_
MorthSouth NorthSouth_
Longtitude Longtitude_
EastWWest EastWest_
Elevation Elevation_
GPS5tatus GP55tatus_
Reference Reference_

Figure 11.4.5-2 Map columns

Step 9: click

Step 10: select sample to be deposited. See figure 11.4.5-3 for an example

Select  OriginalCode BCCCode BBHCode Genus B~
MY00001 9973 Cordyceps 5P
MYOD0o02 16757 10001 Cordyceps 5P, N
MYDO003 10002 Cordyceps sp.
MY00004 10003 Cordyceps sp.
MYO0005 Cordyceps =p.
MY0000s 10004 Cordyceps sp.
MYOQo07 16473 10005 Cordyceps sp.
MYOQ003 16474 10006 Cordyceps sp,
MYDO0D00s 16475 10007 Cordyceps sp.
MYD00 10 10005 Cordyceps sp.
MYQoo11 10009 Hirsutella for
MY00012 10010 Hirsutella far
MY00013 10011 Unidentified Un
MY00014 10012 Ophiocordyceps my
MY00015 10013 Akanthomyces sp.
MYQ0D16 1647 14479 Unidentified Un
MY00017 10015 Ophiocordyceps spt
MYD0D018 16477 10016 Hirsutella sp.
MYQo019 10017 Unidentified Un
MYD0020 10018 Ophiocordyceps | nu'
MY00021 10019 Ophiocordyceps nu'
MYOoo22 16446 10020 Cordyceps nin
« [ 3

‘hfarmation
D DD

Figure 11.4.5-3 Select sample to submit.

Information Systems Laboratory (ISL),
National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand
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Step 11: click

12. Backup and Restore

Backup and restore operations are available to users with administrative rights. Under the
Administration menu, select ‘Backup/Restore’ to backup the database to any folder
specified by users and restore the backup file to database. The backup/restore process will
start if no other users still logged in iCollect system.

Backup & Restore |Z”E|E|

Backup | Restore

Backup Databaze

Backup location | D:\collecthE «File\BAE_TSE | [ Browze ] [ Backup ]

( ]

Backup & Restore |Z”E|E|

Eackup | Restore |

Restore Database

Select backup falder | |[ Browse ][ Restare ]

[ J

Figure 12.1 Backup and restore

As shown in Figure 12.1, you are allowed to perform the following tasks.
= Click on “Backup” tab to backup the database

e Default Backup location will appear. Click to change to other
folders.

e Click to start the backup process

= Click on “Restore” tab to restore the backup files to database
e Browse to locate the backup folder

e Click to restore the backup data into database

13. Help
Help menu provides a user manual for new user to getting start with the program.

13.1 View Manual

To view user manual, please click on view menu. The user manual will be displayed
as shown in Figure 13.1

INA
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ICollect 1.4, 4% e ot Edftian

iCollect: User's Guide
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Figure 13.1 “User manual” window
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