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Section 1.0 — Welcome to PADMA Database

Pathogen Associated Drosophila MicroArray (PADMA) is a new database designed for easy
retrieval and comparison of microarray results from experiments in Drosophila infected with
natural pathogens or certain mutant backgrounds. We designed PADMA so users like you can
access and search microarray data of various conditions (i.e. after parasitoid infections of whole
larvae) to assess expression profile of target genes due the infection or mutation. The user can
further drill and analyze pertinent data by refining and exporting the query results to an external
data analysis application. As more pathogen-related microarray experiments become publicly
available and uploaded to PADMA, the utility of this database will grow. We anticipate that
PADMA will become an integral tool in designing and implementing your research.

This User Manual will provide all the necessary information and details for you to use PADMA
Database. The manual is organized as follows: Section 2 covers general navigation and
introduction to features; Section 3 covers PADMA Database data warehouse principles; Section
4 Query Procedures and Examples; Section 5 covers how a user can upload data (for private,
restricted access only to the user); and Section 6 covers copyright guidelines;

We suggest that you start by reading Section 2, “Getting Started.” This section gives you the
overview of all the features, and defines any terminology you may encounter during your use of
PADMA Database. Should you have any questions, need further assistance, or have general
comments, please don’t hesitate to contact us, as described in Section 2.4 or on the “Contact Us”
tab on our website.

We are very happy to have you onboard, and we hope that you find PADMA Database an
indispensable companion to your research efforts.



Section 2.0 — Getting Started
This section provides an introduction and overview of PADMA Database.
Section 2.1 — Registration (User ID)

There are two types of PADAM users: Visitor and Registered User. Individuals who simply visit
by landing on PADMA website have limited access to PADMA website contents, graphics, and
demo/manual. We don’t require Visitors to register or submit any information for use of our
contents, graphics, or demo/manual on PADMA Website (please refer to Terms of Use for
specific terms and conditions for accessing PADMA Website).

Individuals who wish to gain access to contents and materials beyond those permitted to Visitors
must register with PADMA. We require registration to ensure security and data integration.
Interested individuals can follow the following steps in obtaining User ID:

1. Log onto the website and click on “New 2. Complete the registration information
User”
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HOME TERMS & CONDITIONS USER GUIDE FAQ CONTACT US NEW USER

* o PADMA
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o3 The ground breaking User Login 1. Please, tell us about you....
> decoding of the -
Drosophila gene in March N l—
of 2000 opened doors to | %™ Your Title:  [Mr =]
scientists and research | password: N
-/ facilities across the globe a8
.?‘access to invaluable First Names= [
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‘Approximately 14,000 protein- I Lt
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Click on "New User™
3. Select User ID and Password, then Submit
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T Once you successfully submit your

e registration information, the PADMA

' Database Administrator will get back to you
via the email address you provide with further
instructions on your access to registration-
required portion of the website.

2. Select an ID and Pass

Re-Type phssword:®

Submil
© 2008-2010, City College (CURY) =
& Inprnet L I00% -

" \
Choose a User ID

Check if User ID is Then, Suwnit

already taken Choose a password
and conlirm
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Section 2.2 — Navigating PADMA Website

/2 PADMA Database - Windows Internet Explorer

N . i -| |+ !

@: | v |&] hitpiff134.74.112. 14/drosojswitchboard. php =]i|#2] ] x IE
File Edit Wew Favorites Tools Help

Norton‘ \l/ q Pro on o = l'\/l Idertity Safe v e Log-ins +

Go gle vI -" Search =4+ @ = I:ilv @ ~ % Eookmarks~ a& Check = U AutoFi

Te 4 (& PADMA Database | | & -

PADMA Database

Pathogen Associated Drosophila MicroArray Database

HOME TERMS & CONDITIONS USER GUIDE FAG CONTACTUS
(&) Admin Use Only Y
“\ Log Out |[Change Password
\ (B) Data Upload
User Setup
Data Management
Quick Gene Search
(C) Query Options
Custom Query /
(D) List of Experiment
~ Refine Search |
\ List of Experiment
Done _ T e

(A) Administrator Use Only: Access to Administrator functions.

(B) Data Upload: Access to upload microarray data by individual users. Data from uploads by
individual will only be displayed to the individual that uploaded the data. Thus, the data will
remain confidential and private. For detail, refer to Section 4.0, below.

(C) Query Options: There are three ways of querying the data warehouse. For detail, refer to
Section 3.0, below.

(D) List of Experiment: Summaries of individual datasets in the data warehouse. This alleviates
for users to read the full journal to understand the experimental conditions.
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Section 2.3 —- PADMA Definitions

While most of the terms used throughout PADMA website, PADMA Database, and all the
contents and documents associated are straightforward, there may be some words that may carry
special meaning. Thus, we created a list of possible terms that may need a little explanation:

Active Category

In PADMA, there are three categories: Parasitoid, Microbial, and Mutant.
Thus, category refers to either a mutant or pathogen, and if pathogen,
what type of infection (parasitic or microbial).

Active Species

This refers to a specific pathogen (like A. tabida infection) or a specific
mutant (like Toll*®) that is altering the gene expression compared to the
control group (wild-type, uninfected, etc.).

Data Type:
Metadata, Reference
data, Experiment
data

PADMA makes reference to three types of data: Metadata, Reference
Data, and Experiment Data. Metadata is commonly known as non
numeric data that is not analyzed, like class variables. Reference Data
contains gene/probe related data we obtained from various sources and
compiled in PADMA. These are universal references to any dataset.
Experiment Data contains experiment specific data, including Fold
Induction. It is this data type Users prepare and upload.

Dataset

A collection of variables and associated values are termed dataset.
PADMA interchangeably uses this term to mean processed microarray in
PADMA Format, as well as loose raw microarray replicate results.

Experiment Name

This is an arbitrary name that PADMA assigns to a dataset. The
nomenclature is as follows: 6 letters of the first author’s last name (if
shorter than 6, we fill in with an X per each letter short), 5 letter for
pathogen or mutation, and 2 digit hour followed by HR. If it’s not an
infection, then we place XXin lieu of 2 digit hour.

Experiment Subject

The specimen that the RNA was extracted to perform the microarray,
which could be whole body larvae, specific tissue, or even adult flies.

Fold Induction

It is simply Experimental/Control of the average signal value obtained
from the raw microarray dataset deposited by the publication authors.
Since experimental conditions are usually not the same across
publications, we advise our Users to take caution in making comparisons.

Regulation Value

While Fold Induction is the raw value induction averaged over multiple
replicates, Regulation Value is a derived value consisting of -1, 0, 1.
This provides a quick reference to select potentially differentially
expressed genes (probe set). The calculation in deriving these three
values is done through logical formatting with specific cutoff values.
Generally, -1 means that the specific gene or probe set is likely
downregulated, while 1 means it is likely upregulated. A value of 0 is
indicative that the specific gene or probe set is likely unchanged
compared to the control group. As in Fold Induction, since experimental
conditions are usually not the same across publications, we advise our
Users to take caution in making comparisons/conclusions.
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Section 2.4 — Feedback and Contacting PADMA

To contact PADMA, please visit “Contact Us” on our website:

/= pADMA Database - Windows Internet Explorer Ol ]

@ - |g, htbpe 134,74, 112, 14)drosojswitchboard_ret.php j |T?| |?| IGDDgIe |P "|

File Edit Wew Favorites Tools  Help

Nm \/ Phishing Protection on = @ Idertity Safe « @ Log-ins +

W ggl '| 15 indows Live Hotmail | (& PADMA Database X | - - = - b Page - (ChTadls <
a

=

W
()
"f?} Log Out | Change Password
| [
[pone l_ l_ l_ l_ l_ H € 1niternet T

We appreciate any comments or feedbacks you may have. Also, should you have any questions,
do not hesitate to contact us. We will try our best to get back to you as soon as possible.
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Section 3.0 — About PADMA’s Data Warehouse

Authors deposit microarray datasets they publish
into one of many different repositories around the
world. These files are usually raw data files,
formatted according to different requirements
outlined by each of the repositories.

Based on the supplemental information authors
provide in their publications, PADMA accesses
different repositories and downloads raw data file.

Raw File] |Raw File] [Raw File
A B c
Format Format Format
Typel Typel Type Il
Repository Repository

GEO ArrayExpress
Repository Repository
GED ArrayExpress
Raw File] [Raw File] |Raw File
A B c
Format Format Format
Typel Typel Type Il

PADMA examines raw files downloaded from
repositories and converts them into unified
PADMA Format. For more information on
specific PADMA Format requirements, please
refer to Section 5.0, below.

Raw File Raw File|] [Raw File
A B C

Format
Typel

Format
Typel

Format
Type Il

Convert ALL Format Types
to PADMA Format in C3V

PADNMA PADMA PADMA
A B C

PADMA PADMA PADMA

Format Format Format
The PADMA formatted raw files are then —
uploaded into PADMA Data Warehouse, which is Pﬂlf;Mﬂ PH%ME PH%MH
then accessible through PADMA Database.

PADMA
DATABASE
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Section 4.0 — Querying PADMA

There are three query options available on PADMA. Each option is uniquely designed for a
specific query purpose, which are detailed in subsequent sub-section. However, all options will
lead to a query result output screen with the option of exporting the results.

Section 4.1 —

Quick Search

1. Select “Quick Gene Search”

2. Type in the gene name, CG#, or Probe ID

)

Log Out | Change Password

g
t i
I |

Quick
Gene
Search

Quick Gene Search

Option

3
-
L g

__"Select

|
Type in the

© Prob ID
© CG Number G

o Gene

Name (list)

gene, CG# or
Probe Set ID of

(Example: aaa,bbb,ccdnterest

Experiment Name:

Active Category:

Active Species:

ALL
IRVINGHOFTLAXHE
IRVINGINCCXOEHF
IRVINGLYICXOSHR x|

ALL -
Microbial

Mutant

Farasitoid hd
ALL -
A tabida

E. coli M. luteus

Hep tum-| |

Refine Search
3. Choose different criteria . Submit
© Prob ID © Prob ID
© CG Number M2 © CG Number M2
& Gene (Example: aaa,bbb,ccc) ® Gene (Example: aaa,bbb,ccc)
Mame (list) Mame (list)

Choose
criteria to
narrow down

query

Experiment Name:

]

Active Category:

Active Species:

Experiment
Subject:

Regulation Value:

ALL f’
IRVINGHCETLX XHE
IRVINGINCCHOBHFE
IRVINGLWICKOS HFEj
ALL -
Microbial

Mutant

Parasitoid hd
ALL -
Atabida

E. coli M. luteus

Hop turn-| |
ALL

Hemocyte

Larvas

ALL -
-1

u]

1 =l

Experiment Name:

Active Category:

Active Species:

Experiment
Subject

Regulation Value:

IRVINGHOPTLXXH [@

IRVINGINCCHOEHF
IRVINGLWICXOEH R:I

Microbial |
Mutant

Parasitoid |

L tabida @

E. coli M. luteus

Heop tum-l |
Hemocyte

Larvaes

-1 |
a

1 -
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Result from Quick Gene Search:

Following the four steps for Quick Search as detailed in the prior page will results in this query
output table:

{,"-‘ PADMA Database - Windows Internet Explorer - 10O] x|
@‘—‘ - |g http: 134,74, 112, 14/drosoQuickSearchResult, php j || % IGoogIe 2=

File Edit View Favarites Tools  Help

Norton il L i (@) ertiy ssfe~ ey Logins ~

o ke 88' v| I windaws Live Hotrail | (@ PADMA Database x | 3 - B - ™ - |hPags - (GfTooks + 7
T [

GENENAME:IM2

Search Result: 11

PROBID | o Name Number EXPerimenthame (TONE o es | Gubject  value . Induction HOUr

1640360_at CG18106 IM2 FBgnOO025583 SCHLEMLH14X05HR Parasitoid L.heterotoma Larvae -1 0.714 05

1640360_at CG18106 IM2 FBgn0025583 SCHLENLH14X12HR Parasitoid L.heterotoma Larvae 1 2.228 el

1640360_at CG18106 [M2 FBgn0025583 SCHLEMLH14X24HR Parasitoid L.heterotoma Larvae o 0.968 24

144068_at CG18106 [M2 FBgn0025583 WERTHEATXXX01HR Parasitoid A.tabida Larvae 0 1.123896984 1

144068_at CG18106 IM2 FBgnOO025583 WERTHEATXXXO02HR Parasitoid A.tabida Larvae 0 1.154015631 2

144068_at CG18106 IM2 FBgn0025583 WERTHEATXXX03HR Parasitoid A.tabida Larvae o 1.162460934 3

144068_at CG18106 [M2 FBgn0025583 WERTHEATXXX06HR Parasitoid Atabida Larvae 1 1.392691057

144068_at CG18106 IM2 FBgnOO025583 WERTHEATXXX12HR Parasitoid A.tabida Larvae 0 0.975070647 12

144068_at CG18106 IM2 FBgn0025583 WERTHEATXXX24HR Parasitoid A.tabida Larvas o 0.97695115 24

144068_at CG18106 IM2 FBgn0025583 WERTHEATXXX48HR Parasitoid A.tabida Larvae 0 0.996583638 48

144068_at CG18106 IM2 FBgnO025583 WERTHEATXXX76HR Parasitoid A.tabida Larvae 0 0.958055302 76

-

Exort Resut |
| T T T [ & & meme: [# o0 - ;

You can compare the gene expression profiles on the table, access hyperlink to FlyBase to obtain
further gene related information, or export the table in csv format by selecting “Export Result”
on the bottom of the page. For details of Export, please refer to Section 4.4 below.

Please note that the Probe ID column may show multiple probe ID for the same gene. This could
be due to a combination of different GeneChip used by the authors of different publications (i.e.
Affymetrix Drosophila Genome Version 1 or 2), and two or more probe sets mapping to the
same gene.
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Section 4.2 — Custom Search

1. Selecting Query Criteria

/= pPADMA Database - Windows Internet Explorer 10| x|
Ly . £ =
@:. - |g htbp:df134.74, 112, 14/drosofCustomQuery . php j *| | A IGu:u:ugIe e
File Edit Wiew Faworites Tools  Help
Norton v iiiibiialnnm (@) ientiy Safe v axx Log-ins ~
[} o >
w4 88' '| ﬂWindnws Livve: Hokmail | (& PADMA Database x | | ﬁ - E - o= - hPage - (O Tools -
Al
-y
Prob ID: | GENE
CG Number: |
FlyBase Number: |
Gene Name: (list) |
e O
—————
GO Number:
T — BIO Function
. - 10-formyltetrahydrofolate catabolic pd
Bio Function: 10-formyltetrahydrofolate metabolic ¢
L 3-phosphoadenosine 5-phu&phunsulfa:|
f ALL i’ "'
- SCHLENLH1£X03HR.
Expenment Name: SCHLENLH14¥12HR.
SCHLENLH14X24HR. |
Other Query
i Criteria
Active Category: |°=r=siteid
ALL
Active sp ecles: t;aelz::l"ztuma
ALL (I
Experiment Subject; |22
N
Submit LI
|D0ne l_ l_ I_ I_ I_ m |® Internek | HElh v

If you are interested in a specific Bio Function and want to search for genes that have been
associated with such function by Gene Ontology, you can select that a specific Bio Function (or
if multiple, press the “control” key on your key board and select more). You can narrow your
search by selecting other query criteria.
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2. Select Query Criteria 3. Submit

DM abase - Windows Internet Exploser (=5 | /2 PADMA Database - Windows Internet Explorer =10 %)
G'.A‘.- [ thtgi134.74.112.1 4] sl Custoemtrumey st B B G“?' [ rereiias. 74112 14pdosocustomauiey. php BN e
He E® Yew Faeortes Took Heo Ble Edt Wew Faworkes Took el
Norton v o ([§] Moty Sate» pas Logis v Nortonm ke b (@ ety Sater mes Logine e
w & ol | & b x| [ e g ” w & m | & x| B e Gk e 7

= |
Prob 10: Prob 10:
CG Mumber: CG Number:

» Number:

FlyBas
Gene Name: (lst)

Flyiase Number:

Gene Name: (list)

GO Number; GO Number:

regulation of actin flament polymaenas)

Bio Function: Bio Function: goh

Experiment Name: Expenment Name:

WERTHEATECD I HR sl
ry
arasnsid
Active Categary: Active Categary: |™*
AL
. . |msabica
Aetive Species: ACTIVE SPACEE: || | atarotoma

Expenment Subject:

rm ||
il Experiment Subject: -7

| J

Do T e [feow - Dore I [T T I et B

Custom Query Result

/= PADMA Database - Windows Internet Explorer -0l x|
@—.\Tf: - |g, http: /134, 74,112, 14/drosofCustomQueryResult, php j |§| |g| IGoogIe |P '|

File Edit Miew Favorites Tools Help

Norton i iy (@) ety sote~ gy Logins -
o e 88' v| i3 windaws Live Hatmail | (@ PADMA Database x | 0 - B - o= - |5hPage v (0 Taok -
=
BIOFUNCTION: regulation of action potential'
EXPERIMENTNAME: 'SCHLENLH14X05HR",'SCHLENLH14X12HR","SCHLENLH14X24HR'
15 Results found
PROB ID CcG Gene | FlyBase Experiment Active Active Experiment| GO Bio Regulation Fold H
Number Name| MNumber MName Category| Species Subject |NMumber|Function value [Induction| °“F
regulation
1623917_a_at |CG12348 Sh |FBgn0003380 |SCHLENLH14X05HR|Parasitoid |L.heterotoma Larvae 0001508 |of action 0 0.948 05
potential
regulation
1623933_at [CG12348 Sh |FEgn0003380 |SCHLENLH14X05SHR|Parasitoid |L.heterotoma Larvae 0001508 | of action 0 0.941 05
potential
regulation
1626802_a_at [CG12348 Sh |FBgn0003380 |SCHLENLH14X05SHR|Parasitoid |L.heterotoma Larvae 0001508 | of action 0 0.881 05
potential
regulation
1638535_a_at | CG1066 Shab FEgn0003383 |SCHLENLH14X05SHR|Parasitoid |L.heterotoma Larvae 0001508 | of action 0 0.979 05
potential
regulation =
1641501_a_at [CG12348 Sh |FEgn0003380 |SCHLENLH14X0SHR|Parasitoid |L.heterotoma Larvae 0001508 |of action 0 0.3835 05
potential
regulation
1623917_a_at [CG12348 Sh |FEgn0003380 |SCHLENLH14X12HR|Parasitoid |L.heterotoma Larvas 0001508 | of action 0 0.8929 12
potential
regulation
1623933_at [CG12348 Sh |FEgn0003380 |SCHLENLHi4X12HR|Parasitoid |L.heterotoma Larvas 0001508 | of action 0 0.8892 iz
potential
regulation
1626802_a_at (CG12348 Sh |FEgn0003380 |SCHLENLH14X12HR|Parasitoid |L.heterotoma Larvae 0001508 | of action o 1.0241 iz
potential
regulation LI

’— ,— l_ l_ l_ ,@ |— Internet g
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Section 4.3 — Refine Search

1. Type in any search criteria option

2. Then Submit

gl v| I windows Live H.;.tmanl (& PADMA Database X | | R 38| v| I windos Live Hc-tmaill (€& PADMA Database X | | - B
1 Switchboard | Log Out k to Switchboard | Log Out
Prob ID: ProbID: |
CG Number: CG Number: |
FlyBase FlyBase |
Number: Number:
Gene Name: Gene Name:
(list) ( ficry M2 )
GO Number GO Number: |
Submit Submit
3. Query Results Found 33 Records 4. Specify criteria for refine querying
op dhp oof [ me.. q N h .
ﬁ? e ate g Windows Live Hotmail | @ PADMA Database X DDl | Tt Hotmalll e Db | | ﬁ
- 33 Results found
ENENAME: IM2 Click Here to see all the result

3 Results found

lick Here to see all the result

Select from below for refine search

Bio Function:

Experiment
Subject:

defense response
Immune response
innate immune response

ALL
Larvae

5. Submit

Active Species: A tabida

ALL

Active Category: ’Paramtuld

Regulation -1
Value: 1

B

or

Select from below for refine search

Bio Function:

Experiment
Subject:

Active Species:

Active Category:

Regulation
Value:

defense response
immune response
innate immune response

ol

Larvae

Atabida

ALL

Parasitoid
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Refine Query Results

/2 pADMA Database - Windows Internet Explorer oy Im] 3

G\z—-} - |g, http:f/134.74.112. 14/droso/RefineSearchResultRefined . php j |‘_f| |£| IGoogle |}J '|
File Edit ‘Wiew Favorites Tools Help

Norton' il iz (@) certtysate > qxy Logins v

&v v@.ggagev@Tgolsv

==Back to Refine Search | Log Out

GENENAME: ('IM2")

BIOFUNCTION: ('defense response’)
ACTIVESPECIES: ('L.heterotoma’)
|3 Results found

PROBID CcG Gene FlyBase Experiment Active Active Experiment| GO Bio Regulation Fold ;.
L N N b Name Category| Species Subject |Number Function Value [Induction| =
1640360_at |CG18106 IM2 FBgn0025583 |SCHLENLH14X05HR |Parasitoid |L.heterotoma Larvae 0006952 riesl;e;;:e -1 0.714 05
1640360_at (CG18106| IM2 FBgn0025583 |SCHLENLH14X12HR |Parasitoid |L.heterotoma Larvae 0006952 rizf::i:e 1 2.228 iz
1640360_at |CG18106 IM2 FBgn0025583 |SCHLENLH14X24HR |Parasitoid |L.heterotoma Larvae 0006952 rii];e;::e 1] 0.968 24

Export Resut |

|D0ne l_ l_ l_ l_ l_ ﬁ |§ Inkernet 'ﬁ“g Q0% -

KN
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Section 4.4 — Exporting Files

In addition to displaying a query result table, PADMA also provide Users with the option of
exporting query results into an MS Excel workbook for further comparisons and analysis. This
option is available to all Query Types (Quick Gene Search, Custom Query, and Refine Query).

1. Perform a Query

itchboard | Log Out

© Prob ID
© CG Number I(";iamplza'
® Gene .
Name (list) aaa,bbb,ccc)
ALL -
P, At~ |SCHLENLH14,>:D5HCI

2. Select Export Result:

w & -] @ | &r.x| |h-8-

C518106
CG18106
CG18106
518106
CG13106
C518106
518106
CG13106
C13106
518106

»»

SCHLENLH14X1 ZLI

SCHLENLH14X24
WERTHEATXXX01
WERTHEATX XX 02
WERTHEATXXX03
WERTHEATXXX06
WERTHEATXXX12
WERTHEATX XX 24
WERTHEATX XX 48
WERTHEATXXX76

1640360_at
1640360_at
144068_at
144068_at
144068_at
144068_at
144068_at
144068_at
144068_at
144068_at

=
(]

FEQnO025583
FBon0025583
FBon0025583
FEQnO025583
FBon0025583
FBon0025583
FBEgn0025583
FBon0025583
FBon0025583
FBEgn0025583

._.
=
(]

=
Fa

._.
=
(=}

=
Fa

._.
=
(]

=
(]

._.
=
(]

=
[

._.
=
=}

=)

1| |
[T [ [ 3 inkemet

3. File Download — Save or Open

4. Exported File

File Download

Do you want to save this file, or find a program online to open
it?
] Mame: PADMA_data_z0090610.xls
Type: Unknown File Type
From: 134.74.112.14

Find Save

X

While fles from the Internet can be uzeful, zome fles can potentially
harm your computer. | pou do not tust the source, do not find a
program to open this fle or zave this file. \What's the nigk?

@

EA Microsolt Excel - PADMA_data_z0090610 = |E||1|
File Edit ‘“iew Insert Format  Tools  Data Help - X
3?0 - B 7 U EE=EHEB%, W% D 2
e B HE h = »
DEHaHSRY 2B -BEC -z @ »
Al h & PROBEID
A E © o | E | F G H [ 1 [ 0 =
1_|PROBEIDICGMUME GEMEMAI FECGMNUI EXPERIN ACTWVEC ACTIVES| EXPERIN REGULAT ADDIT\DI‘ﬂ
2 |1640360_z CGIR0E | IM2 FEqgnO02E SCHLERL Parasitoic Lheterotc Larvas -1 0.714
3 | 1640360_z CGISI0E | IM2 FEqn002% SCHLEML Farasitoid Lheterate Larvae 1 2z
4 | 1640360_z CGISI0E  IM2 FEgn002E SCHLEML Farasitoic Lheterotec Larvae 0 0.968
5 | M44088_at| CGIZI0E | IM2 FEqgnO02E WERTHE. Parasitoic Atabida | Larvae 0 1123ea7
6 | 144068_st CGISI0E | IM2 FEgn002% WERTHE, Parasitoid Atabids | Larvas 0 1154006
T | M40E8_at CGIZI0E | IM2 FEqgnO02E WERTHE. Parasitoic Atabida | Larvae 0 11624861
8 | M40E8_at CGIZI0E | IM2 FEqgnO02E WERTHE. Parasitoic Atabida | Larvae 1 1292631
9 | M40E2_at CGIZI0E | IM2 FEn002E WERTHE. Parasitoid Atabida | Larvae 0] 0875071
10144088 _at CGIZI0E | M2 FEqgnO02E WERTHE. Parasitoic Atabida | Larvae 0] 0976351
144088 _at CGIZI0E | M2 FEqgnO02E WERTHE. Parasitoic Atabida | Larvae 0] 0.936524
12| 144068 _at| CGIZI0E | M2 FEn002E WERTHE. Parasitoid Atabids | Larvae 0 0.952055 -
4 4 » W[\PADMA_data_20090610 / 4] | il
Draw % Autoshapes = . w [ O 4[ 2:3 B - ﬁ - - ?
Ready 5

The exported file will have the same columns as the query result table. Therefore, depending on
your Query Type, you will have different columns exported.
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Graphing Exported Data

One of the powerful use of PADMA is the ability of graphing gene expression profile for a
visual screening. While there are many conditions and assumptions made in comparing dataset
to dataset (which are obtained from different publications, and thus, different experimental
conditions), it is of great utility to have all these information in one graph.

IM2 Transcription Profile
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2
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o
i
= 10 — =
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=
=
E 1 : _A
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= i B 12 24
=]
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0.1
Hourz P ost Infection
) |1 [ — -] —0, {5
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Section 5.0 — User Upload

In PADMA, users are allowed to upload their own microarray (self-microarray) dataset directly
onto the data warehouse without making it public. This allows users to easily compare and
contrast self-microarray results with microarray results in the PADMA Data Warehouse (public-
microarray). Among many, one important utility of user upload is the ability for users to
confidentially upload self-microarray results and take advantage of PADMA’s powerful
metadata referencing capabilities. This not only saves time and effort, but it also ensures that
self-microarray results are not made public while users advance their research efforts.

Section 5.1 — Upload File Format

Generally, Affymetrix or other microarray service providers will send the raw microarray results
in text files, among other files (like graphics, charts, documentation). The User needs to follow
the steps outlined below in converting these raw files into PADMA Format Files, which is saved
as a Comma Separated Value (csv) file.

The easiest way to create a csv file is by using MS Excel. In MS Excel, each column is

separated by a comma. Therefore, after scrubbing the data in Excel, the User can save the file as
csv. This is easy and convenient.
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Step 1. Combine Replicate Files. Combine all the replicates into one file by taking the mean
(average) of the signal value. Generally, since experiments are conducted in replicates, the User
is advised to average across all replicates. Some signal values may or may not carry
significance. While Users are advised to pay attention to p and g values provided in the raw file,
due to the volume of data, it may be practical to include all values.

The easiest way is to create a template in MS Excel (or use the one provided by PADMA on the
website under “Resources”) and perform a vlookup against the replicate files provided by
Affymetrix or other service providers by Probe Set ID.

For instructions on how to perform a vlookup, please refer to “VLOOKUP in MS Excel” on the
website under “Resources”). This must be done for both the Experimental and Control Groups.

Blank Template with Probe Set ID

After v-lookup and Averaging Signal Value

JRT=IE JRT=IEY
File Edit ‘“iew Insert Formab Tools Data  Window Help @ File Edit Wiew Insert Format Tools Data  Window  Help
-8 X -8 %
37w - B JEE=EHEE, B9 - 7 a7 10 - B I EEEHE, WS o-d- 7
D=Eedan & R-EE| = - @ios - 7 DeEan && B-EE| =i - 2
C3 - e D3 - B 1236
A | B e | b [ E |4 A [ B [ ¢ [ b [ E A
1 |Probe Set 1 |Probe Set Rep 1 Rep 2 Rep 3 Mean
| 2 [1633674_at | 2 [1B33674_at 170.2 2753 128 191.500
| 3 1623549 s_at I .I | 3 16238459 _s_at 143.2 105| 1 23.8! 123.933
| 4 1832945 at | 4 1632945 _at 258 238 243 24.633
| & 1628018 _at | 5 16268015 _at S0.6 34.4 21.4 35467
| B [1641616_at | 6 [1641616_at 7549 B3 103.5 80.800
| 7 1825095 _at | 7 [1629095_at 157 20 16.3 17.333
| 8 1838527 _a_at | B 1638527 _a_at 346 456 50.4 43.533
| 9 1827048 _at | 9 1627048 at 27 32 0.3 2.067
| 10 1830097 _s_at | 10 [1630097 _s_at 156.3 2438 25,9 142.000
| 11 1624704 _at | 11 (1624704 _at 170 1238 2149 1B9.567
| 12 1641398 _s_at | 12 [1641398_s_at A0.6 352 57.9 44,567
| 13 [1629756_at | 13 [16259756_at 8.1 5.3 13.5 8.967
| 14 [1640321_at | 14 1640321 _at 386 23.4 26.2 29.400
| 15 1627173 _at | 15 [1627173_at B9 95 78.9 31.767
| 16 1640256 _at | 16 1640256 _at 0B 22 233 8.700
| 17 |1638634_at | 17 |1638634_at 26 35 0.4 2.200
| 18 [1631576_at | 18 [1631576_at 19.3 10.8 16.4 15.500
| 19 1626086 _at | 19 1626086 _at 1565 107 2111 157867
| 20 |1633399_at - | 20 (1633399 _at 104.5 1289 177 136833
| 21 [1636502_at | 21 [1636502_at 10433 1099.9 1041.2 1061.467
| 22 1628715 _a_at | 22 1628715 _a_at 7E 75 324 25833
| 23[1633712_at & | 23 [1639712_at 1.2 13.2 79 17433 _
4 4 > wlSheetl {Sheetz 7 sheets 7 |4 | | 4y W[\Sheetl fSheetz £ sheets 7 |4 . 1§
Draw = [% | AutoShapes~ . “a [ ] (O 4[ A > Draw~ [ | AutoShapes~ . w [] O -4[ i >
Ready A Ready S
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Step 2. Calculating Fold Induction. Once the User has generated the Average Signal VValue
files for both Experimental and Control Groups, the next step is to generate the Fold Induction
file. This is done by dividing Experimental/Control.

Experimental Group (Infected)

-la/x]
File Edit “iew Imsert Formak Tools Data  Window  Help
-8 X
@70 - BFEEEH, B8 -85 7
Cedsq Sk B-@6E| = - Mo - 7
C15 A & 105
A | B [ ¢ [ 0 | E |34
1 |Probe Set Rep 1 Rep 2 Rep 3 Mean J
| 2 |1633674_at 170.2 27583 129 191.500
| 3 |1623549_s_at 143.2 105 123.6| 1235933
| 4 |1632945_at 258 238 243 24633
| 5 |1625018 _at 50.6 34.4 214 354657
| B |1641616_at 759 B3 103.5 50.500
| 7 |16290958 _at 157 20 16.3 17333
W 4 ¢ M["Sheetl ¢ Sheetz 7 sheets /| 4] | 3
Draw= [ | AutoShapes~ . w [] O 4[ e = »
Ready 5
lo/x]
@ File Edit ‘iew Insert Format Tools Data  Window  Help
- B X
@201 EE=EH, W% -5 2
st Sk B-8E| = Mo - 2
E4 A fe 73
A | B | ¢ | b [ E =
| 1 |Probe Set Rep 1 Rep 2 Rep 3 Mean
| 2 |1B33674_at 98.2 91.4 91.1 935657
| 3 1623543 s _at 79.8 145.8 119 114,867
| 4 1632945 at 13.5 1.5 E.BI 75001
| 5 1628015 _at 10 217 52 12.300
| B |1641616_at 88.5 59.1 BY9.3 75.633
| 7 |1625098_at 19.5 19.6 204 19833 o
4 4 » [\ Sheetl Sheet2 /sheets /|4 | |

Draw= [ | AutoShapes~ . w [] O Al o

Ready

Fold Induction

FEd Microsoft Excel - Template —I—I' m| ﬁl

Fle Edit ‘iew Insert Format Tools Data  Window Help
-8 X

a0 -8B 7r|lE= PR SR R

DeEdan &Sk B EE| = - @i

3

-

D15 - A =B15/C15

& [ B | G | o | E—

Probe Set Infected  Uninfected Fold i
1 Inductrion
| 2 1633674 _at 191.500 93,567 2.0467
| 3 [1623849_s_at 123.933 114867 1.0789
| 4 [1632945_at 24 B33 7.300 33744
| 5 1628018 _at 35,467 12.300 28835
| B [1641616_at 80.800 75633 1.0583
| 7 1629098 _at 17.333 19.833 0.68739
| B 1638527 _a_at 43.533 35.800 1.2160
| 9 1627048 _at 20657 76500 0.2719
| 10 [1630097 _s_at 142.000 776.600 0.1828
|11 (1624704 _at 169,567 52.533 27116
| 12 [1641398_s_at 44 567 106 957 0.4166
| 13 [1629756_at B8.957 26.500 0.3371
| 14 [1640321_at 29.400 33.833 [1.5530
| 15 [1627173_at 31.767 5.88?' 5.4148!
| 16 (1640256 _at 8.700 £.133 1.4185
| 17 [1638634 _at 2.200 5.467 0.4024
| 18 | 1631576 _at 15.600 g.100 1.9136

| 19 | 1626086 _at 167 .867 34 567 45670 ||
| 20 |1633399_at 136.833 141 567 0.9666
| 21 | 1636502 _at 1061467 1578.433 0.E725

| 22 1628715 _a_at 25,833 5.267 4.9051 =

4 4% W[\ Sheetl 7 Sheetz ' Sheet3 140 il L]JJ

Draw~ [3 | AutoShapes+ . “w [ O 4[ e

Ready

Control Group (Uninfected)
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Step 3. Adding Specific Information. Each experiment has specific criteria that need to be
uploaded onto PADMA Data Warehouse for proper query function. Please note that the order
of these criteria (variables) is crucial. Inconsistent order will result in failing the validation
process during upload.

Experiment Active Species  Regulation Hour Post
Name Experiment Value Infection
Probe ID Category Subject Fold Induction
0s0 1 H - il
File  Edit w Insert YFormat  Togpls  Data indowe  Hel = x
7w o~ I U = = B %), WS - A
O EH S & [& d BR - FE S of o z -2 1’
- & 08 _a
A B Jl{c ]l [o [[[E ]I e [l +r I3
1 |16 _SIL LI Paresidid L. h on Latree R 5 =
2 1622892 = SCHLEMLIFarasitoid L heterotorLarae 0 1.104 5
3 1622893 = SCHLEMLIFarasitoid L heterotorLarae 0 0.871 ]
4 16225394 = SCHLENLIParasitaid L heterotorLarvae a 0892 5
5 1622895 = SCHLENLIParasitaid L heterotorLarvae a 0.99 5
B |1622896 = SCHLEMLIParasitoid L heterotorLarvae 1 1.203 5
71622897 s SCHLENLIParasitoid L heterotorLarvae a 1.096 5
8 |16228398 s SCHLENLIParasitoid L heterotorLarvae a 0.8583 5
89 1622899 :SCHLEMLIFarasitoid L heterotorLarae 0 0.96 5
10 (16222300 £ SCHLEMLIParasitoid L heterotor Larvae 0 05926 il =
M 4 ¢ M[%SCHLENLH14X05HR / | 4] i
Draw= [3 | Auoshapes~ >~ [ O E 4l 2 D | D -4 - A -= = »
Ready v
Column Description
Probe ID Contained in the raw file provided by Affymetrix or other provider
Experiment Any name you want to give to your dataset for easy identification; to follow
Name PADMA nomenclature, please refer to Section 2.3 above
Category Indicates whether the experimental group is mutant or infection (if infection,

indicate what type: parasitoid, microbial)

Active Species

Indicates pathogen or mutant genotype of the experimental group

Experiment Indicates where the RNA was extracted from: larvae, adult, or specific tissue
Subject (i.e. hemocytes, gut, wing discs, etc...)
Reg Value Arbitrary calculated value that indicates if a Probe Set is up, down, or no

change; for PADMA cut-off and reasoning, please refer to Section 2.3. You
can put “0” for values in this column, or come put your own thresholds.

Fold Induction

Calculate differential induction of the average Experiment Group signal
value over average Control Group signal value

Hour

If infection, indicate time after infection in hour; if not an infection, then put
XX in the fields
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Step 4. Saving the file. Once you updated your template by calculating the Fold Induction and
filling-in all the criteria (i.e. Category, Experiment Name, etc.), you can save the file as csv
format from Excel. To do that, simply go to “File” and select “Save As.” The system will give
you various formats to save the file as. Choose csv (Comma Separated Value).

One item to note is, once the User prepares a csv file that conforms to all PADMA Format
requirements, the User has to open the file in a text editor like “Notepad” and delete the last,
hanging empty line. Because of software incompatibility, some operating system may have a
service pack that allows a hanging empty space at the end of a csv file while others don’t.

In order to ensure that all files conform to the same standards, during the verification process,
PADMA will specifically reject any User load file that has a hanging space. So please, delete
the last hanging, empty space in the csv file by opening it in a text editor like “Notepad”.

[P SCHLENLH14X05HR - Notepad

File Edit Format Wew Help

1641?23_a_at,SCHLENLH14XOSHR,Parasitoid,L.heterDtD:J
1641724 _at, SCHLENLH14=05%HR, Parasitoid, L. heterotoma

RI=EY

File Edit Format Wiew Help

H14%05HR, Parasitoid, L. heterotoma, Larvae,1,1.424 ‘:J
MLH14%05HR, Parasitodid, L. heterotoma, Larvae,0,1.072

=10l x|

1641725 _at, SCHLENLH14=05%HR, Parasitoid, L. heterotoma
1641726_at, SCHLENLH14x05HR, Parasitoid, L. heterotoma
1641727 _at, SCHLENLH14=05HR, Parasitoid, L. heterotoma
1641728_s_at, SCHLEMLH14%05%HR, Parasitoid, L. heteroto
16417259_at, SCHLENLH14x05HR, Parasitoid, L. heterotoma
1641730_at, SCHLENLH14=05HR, Parasitoid, L. heterotoma
1641731 _at, SCHLENLH14=05%HR, Parasitoid, L. heterotoma
1641732 _at, SCHLENLH14=05%HR, Parasitoid, L. heterotoma
1641733 _a_at, SCHLEMLH14%05%HR, Parasitoid, L. heteroto
1641734 _at, SCHLENLH14=05HR, Parasitoid, L. heterotoma
1641735_at, SCHLENMLHL4=05HR, Parasitoid, L. heterotoma
1641736_at, SCHLENLH14x05HR, Parasitoid, L. heterotoma
1641737 _a_at, SCHLEMLH14x05%HR, Parasitoid, L. heteroto
1641738 _a_at, SCHLEMLH14*05%HR, Parasitoid, L. heteroto
1641730_at, SCHLENLH14=05%HR, Parasitoid, L. heterotoma
1641740 _at, SCHLENLH14=05%HR, Parasitoid, L. heterotoma
1641741 _a_at, SCHLEMLH14x05HR, Parasitoid, L. heteroto
1641742 _at, SCHLENLH14=05HR, Parasitoid, L. heterotoma
1641743 _at, SCHLENLH14x05HR, Parasitoid, L. heterotoma
1641744 _s_at, SCHLEMLH14x05%HR, Parasitoid, L. heteroto
1641745 _a_at, SCHLEMLH14x05%HR, Parasitoid, L. heteroto
1641746 _at, SCHLENLH14=05%HR, Parasitoid, L. heterotoma

y_s_at, SCHLEMLHL4x05HR, Parasitoid, L. heteroto |

-

KN M

H14%05HR, Parasitoid, L. heterotoma, Larvae, 0, 0, 672
H14x05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 985
H14x05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 967
H14x05HR, Parasitoid, L. heterotoma, Larvae, 0,1.161
MLH14%05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 896
H14x05HR, Parasitoid, L. heterotoma, Larvae, -1, 0. 552
H14%05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 885
H14%05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 875
H14%05HR, Parasitoid, L. heterotoma, Larvae, O, 0. 947
MLH14%05HR, Parasitoid, L. heterotoma, Larvae, 0,0.529
H14x05HR, Parasitoid, L. heterotoma, Larvae, 0, 0, 914
H14x05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 967
H14x05HR, Parasitoid, L. heterotoma, Larvae, 0,0, 875
MLHL4%05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 878
MLH14%05HR, Parasitodid, L. heterotoma, Larvae,0,1.193
H14%05HR, Parasitoid, L. heterotoma, Larvae, 0, 0. 945
H14x05HR, Parasitoid, L. heterotoma, Larvae, 0,1. 067
MLH14%05HR, Parasitoid, L. heterotoma, Larvae,0,1.015
H14x05HR, Parasitoid, L. heterotoma, Larvae, @, 0. 909
H14x05HR, Parasitoid, L. heterotoma, Larvae,0,1. 076
MLHL4%05HR, Parasitoid, L. heterotoma, Larvae,0,0.927
MLH14%05HR, Parasitodid, L. heterotoma, Larvae, 0,
H14%05HR, Parasitoid, L. heterotoma, Larvae, -1,
MLHL4%05HR, Parasitoid, L. heterotoma, Larvae, 0, .

4

Delete the last hanging space on the CSV file by opening it in a text editor like "Notepad"
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Step 4. Uploading.

1. Go to Data Management and select Load
Experiment Data

2. Hit “Browse” and locate your file

2 PAUMA Dt abase - Windows Internet Lrplorer .Jmi‘ 7 PADMA Dalabave - Windows Inbernel Explorer =100
@_" = [ tetpeiie. o iz e aanagaeere. pt B 2= G_H = [l reitin e anz dsldmaiestosesit oo =3 | A
Ele Bt few  Fgeetes Jook  peo B (& Ve Faebie ook b
Norton . - - [ ety Sara = Logra = Norton o bl iy 3]sty Sate s s Logs =
SEED g || BB RO t| | %% sl|e «|m L1 80 @-jem O
Back to Data Mar
Back to Switchboard
Load Reference Data
Delete Reference Daﬂ
File Name: [ _Browse... |
*PUb]iSh:
(YES,NO)
[ Verify Data |
Dealete Exparimant Dnli =
J | s | »f
1 - 1 _*l'l Forw [ i~ T LA -
Do I e T i -
H [13 7 H [13 H 7 [13 7
3. Type in “NO” and hit “Verify Data 4. Select “Load Data
77 PADMA Dt sbase - Windows Internet Cplorer =I-1E)
* [& Mo iz et E EE) EIE | ﬁWinduws Live Hotmail | @F‘F\DMA Database x | | @ - K
Bl Lde Yew Fyvortes Todk: el
Norton -~ | ety Sate v pas Logan
o || e *|= (| fe - & - cheew s ek "

HOME TERMS & CONDITIONS USER GUIDE FAQ CONTACTUS
Back Lo Data Management

Total Record: 13966
Verification Complete

File Name: € Doty and Setn _Browss.. Load Data

*Publish: e

=
Do [T @ [Raww -

The Publish field is reserved for datasets that are bound to be uploaded and made available to the
public. Since User Uploads involved unpublished data, you must type in “NQO” to preserve the

confidential nature of your data. By default, User level access is restricted to upload data
confidentially, thus it will never publish User data for public access.

Once you press Load Data, it will take a minute or two to load. If successful, you will receive
that message that your experiment was successfully inserted.
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Section 6.0 — Copyright Guidelines

PADMA integrates microarray data of publication supplemental from various sources. These
datasets belong to the respective owners (authors, publishers, etc...) and PADMA does not claim
ownership for the data contents. Therefore, in addition to acknowledging PADMA, we advise
our users to reference/provide citation to any publication in which the user intends to present,
reference, or significantly derive an aspect of his/her research from PADMA query results.

For example, you ran a query using PADMA on Gene XYZ for microbial infection and obtained
microarray results from six different publications (A through F). Your interest is in publications
A and C only, and intend to run RT-PCR based on microarray results from A and C. In this case,
you should cite publications A and C, as well as, PADMA.

Please refer to the Terms of Use for specific terms & conditions regarding copyright and
ownership on PADMA website under “Documents”.

Section 6.1 — Referencing PADMA

Kawaguchi, A., Mondal, A., Montesdeoca, N., Govind, S., Lee, M.J. (2009) PADMA Database:
Pathogen Associated Drosophila MicroArray Database. In The International Conference on
Computing in Engineering, Science and Informatics (ICC2009), Fullerton, California, April 2-4,
2009.

Section 6.2 — Referencing Other Authors

Please follow the same guidelines you would use to provide citation of other publications you
intend to reference or cite.

PADMA User Manual —v0.1 23/23



